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□ 1: Y10745. H.sapiens mRNA fo...[gi:2213442] Links 

LOCUS HSKIR4 2 1708 bp mRNA linear PRI 03-NOV-1998 

DEFINITION H.sapiens mRNA for inwardly rectifing potassium channel Kir4.2. 
ACCESSION Y10745 
VERSION Y10745.1 GI:2213442 

KEYWORDS inwardly rectifying K+ channel; KCNJ15; Kir4.2 gene. 
SOURCE human . 

ORGANISM Homo sa pi ens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 1708) 

AUTHORS Gosset,P., Ghezala, G . A. , Korn,B., Yaspo,M.L., Poutska,A., 

Lehrach,H., Sinet,P.M. and Creau,N. 
TITLE A new inward rectifier potassium channel gene (KCNJ15) localized on 

chromosome 21 in the Down syndrome chromosome region 1 (DCR1) 
JOURNAL Genomics 44 (2), 237-241 (1997) 
MEDLINE 97446144 
REFERENCE 2 (bases 1 to 1708) 
AUTHORS Creau,N. 
TITLE Direct Submission 

JOURNAL Submitted ( 23- JAN-1 997 ) N. Creau, CNRS URA1335, Faculte de Medecine 

Necker, 156 rue de Vaugirard, 75015 Paris, FRANCE 
REMARK revised by author 17-JUN-1997 
FEATURES Location/Qualifiers 
source 1 . . 1708 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chr omo some= "21" 
/map="q22.2" 
/dev_stage=" fetal" 
gene j oin ( Y138 95 . 1 : 1 . . 95 , Y138 96 . 1 : 1 . .203, 1. .1708) 

/gene="Kir4 .2" 
mRNA join(Y138 96.1:l. .203,1. .1708) 

/gene="Kir4 .2" 

/note="adult skeletal muscle alternate transcript" 
/label=sktrans 
mRNA join(Y138 95.1:l. .95,1.-1708) 

/gene="Kir4 .2" 

/note="f etal alternate transcript" 
/label=f etrans 
CDS 117. .1244 

/gene="Kir4 .2" 
/ codon_start=l 

/product-"inwardly rectifying K+ channel" 
/protein_id=" CAA71734 . 1 " 
/db__xref="GI : 2213443" 
/db_xref="SWISS-PROT:Q99712" 

/ translat ion="MDAIHIGMSSTPLVKHTAGAGLKANRPRVMSKSGHSNVRIDKVD 
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GIYLLYLQDLWTTVIDMKWRYKLTLFAATFVMTWFLFGVIYYAIAFIHGDLEPGEPIS 
NHTPCIMKVDSLTGAFLFSLESQTTIGYGVRSITEECPHAIFLLVAQLVITTLIEIFI 
TGTFLAKIARPKKRAETIKFSHCAVITKQNGKLCLVIQVANMRKSLLIQCQLSGKLLQ 
THVTKEGERILLNQATAKFHVDSSSESPFLILPMTFYHVLDETSPLRDLTPQNLKEKE 
FELVVLLNATVESTSAVCQSRTSYIPEEIYWGFEFVPVVSLSKNGKYVADFSQFEQIR 
KSPDCTFYCADSEKQQLEEKYRQEDQRERELRTLLLQQSNV" 

BASE COUNT 464 a 417 c 393 g 434 t 

ORIGIN 

1 gcagtagcag aatcccatgg tagccaggtg ggtgaagggg agcgaggacg ttctacctgc 
61 cttgaagaag acacctgacc tgcggagtga gtgaccagtg tttccagagc ctggcaatgg 
121 atgccattca catcggcatg tccagcaccc ccctggtgaa gcacactgct ggggctgggc 
181 tcaaggccaa cagaccccgc gtcatgtcca agagtgggca cagcaacgtg agaattgaca 
241 aagtggatgg catataccta ctctacctgc aagacctgtg gaccacagtt atcgacatga 
301 agtggagata caaactcacc ctgttcgctg ccacttttgt gatgacctgg ttcctttttg 
361 gagtcatcta ctatgccatc gcgtttattc atggggactt agaacccggt gagcccattt 
421 caaatcatac cccctgcatc atgaaagtgg actctctcac tggggcgttt ctcttttccc 
481 tggaatccca gacaaccatt ggctatggag tccgttccat cacagaggaa tgtcctcatg 
541 ccatcttcct gttggttgct cagttggtca tcacgacctt gattgagatc ttcatcaccg 
601 gaaccttcct ggccaaaatc gccagaccca aaaagcgggc tgagaccatc aagttcagcc 
661 actgtgcagt catcaccaag cagaatggga agctgtgctt ggtgattcag gtagccaata 
721 tgaggaagag cctcttgatt cagtgccagc tctctggcaa gctcctgcag acccacgtca 
781 ccaaggaggg ggagcggatt ctcctcaacc aagccactgc caaattccac gtggactcct 
841 cctctgagag ccccttcctc attctgccca tgacattcta ccatgtgctg gatgagacga 
901 gccccctgag agacctcaca ccccaaaacc taaaggagaa ggagtttgag cttgtggtcc 
961 tcctcaatgc cactgtggaa tccaccagcg ctgtctgcca gagccgaaca tcttatatcc 
1021 cagaggaaat ctactggggt tttgagtttg tgcctgtggt atctctctcc aaaaatggaa 
1081 aatatgtggc tgatttcagt cagtttgaac agattcggaa aagcccagat tgcacatttt 
1141 actgtgcaga ttctgagaaa cagcaactcg aggagaagta caggcaggag gatcagaggg 
1201 aaagagaact gaggacactt ttattacaac agagcaatgt ctgatcacag gggcgccatc 
1261 caggtttaac cctgcaagct gtttccacat cagaactccc ttcaaacaca aagattgctg 
1321 tgaaaacgaa aatgtgtaga cgcactctca aaaactgcac ggacatacaa aatcaatctt 
1381 ttcctttgat cttgtggcta aaccagcatt tctgtgtttg agagatttcc tgttaggtgc 
1441 ttcgtctgaa agtgaactct cataattcaa attgtataaa ataaagctac atttctaaga 
1501 gcttggtgta gggcaattgg aataatgtcc tgttggataa acagacattt agcaatgctg 
1561 acattaaaag gaaatgtatt tctatacaag attattagct gtaatacaag atatttattt 
1621 aaccaatgac cttatggctg agagttgaat tgtggttcag tattcattga tctcactgct 
1681 ttaaaacatg ctccttttgt tcaagcag 

// 



Revised: July 5, 2002. 



Disclaimer | Write to the Help Desk 
NCBI | NLM | NIH 



Oct 21 2002 11:56:56 



http://www.ncbi. nlm.nih.gov/entrez/query. fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 



NCBI Sequence Viewer 



Page 1 of 2 



<"i NCBI 



PubMed 

Search | Nucleotide jjg| for 
Limits 



rrCTTj^jAT ■Pjr^CG^ W^/W ■ 

Nucleotide Protein Genome Structure PopSet 



& /> TC G j &TC C C C G&L£& gjttrj^ ATT#n T ATA GC 7C6 A'TT 6 A TCI 
PfATATACSCACAC^K^ 



default 



Wave 



Preview/Index History 



Taxonomy 



Clipboard 



OMIM 



Boo 



Details 



^ __...._._ ______ 



□ 1: AF02071 1. Mus musculus Maxi...[gi:2444421] Links 

LOCUS AF020711 1309 bp mRNA linear ROD 02-FEB-1999 

DEFINITION Mus musculus Maxi potassium channel beta subunit mRNA, complete 
cds . 

ACCESSION AF020711 

VERSION AF020711.1 GI:2444421 

KEYWORDS 

SOURCE Mus musculus. 

ORGAN ISM M u s musc ul u s 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Rodentia; Sciurognathi ; Muridae; Murinae; Mus. 
REFERENCE 1 (bases 1 to 1309) 

AUTHORS Jiang, Z., Wallner,M., Meera,P. and Toro,L. 

TITLE Human and rodent MaxiK channel beta-subunit genes: cloning and 

characterization 
JOURNAL Genomics 55 (1), 57-67 (1999) 
MEDLINE 99107811 
PUBMED 9888999 
REFERENCE 2 (bases 1 to 1309) 
. AUTHORS Jiang, Z. and Toro,L. 
TITLE Direct Submission 

JOURNAL Submitted (22-AUG-1997 ) Anesthesiology, UCLA, 10833 Le Conte Ave. 
BH612/CHS, Los Angeles, CA 90095, USA 
FEATURES Location/Qualifiers 
source 1 . . 1309 

/organism="Mus musculus" 
/strain= H C57/B16" 
/db_xref="taxon: 10090" 

/tissue_type="intestinal smooth muscle" 
/note-"derived from PCR-RACE" 
CDS 339.. 914 

/note="calcium-activated K channel" 
/codon_start=l 

/product="Maxi potassium channel beta subunit" 
/protein_id=" AAD11857 . 1 " 
/db_xref="GI :2444422" 

/translation="MGKKLVMAQKRGETRALCLGVAMVVCAAITYYVLGTTVLPLYQK 
SVWTQESICHLIETNIKDQEELEGKKVPQYPCLWVNVSAVGRWAMLYHAEDTRDQNQQ 
CSYIPRNLDNYQTALADVKKVRANFYKHHEFYCLSAPQVNETSVVYQRLYGPQVLLFS 
FFWPTFLLTGGLILIAMVKLNRSLSILAAQK" 

BASE COUNT 310 a 357 c 326 g 316 t 

ORIGIN 

1 taatggcttt tgctgtttga catctgtttc ccaggagact ctgggaaatg caggggcaga 
61 gtccccaaca gcagctgagg gctgtgaggc taggtacctg cttgtggagt ttttatcccg 
121 gggcaagctg tgtgctcaga cttgaccatg tttgggcatg gaggctcgac ccagatggga 
181 ctgagactgc ttccctggag accgactggg agaccaaact tcctgctaga gctcccaggc 
241 ctgacttggg gtgggggtgg gggtggggcg agtggagaga aaccatctgc cagccagcgg 
301 agacccagag aactaaatga ctgttgcctc cagtggccat ggggaagaag ctggtgatgg 



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve& 10/29/2002 



NCBI Sequence Viewer 



Page 2 of 2 



361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 



// 



cccagaagcg 
ccatcaccta 
cccaggaatc 
gcaagaaggt 
ccatgctgta 
ggaacctgga 
ataagcacca 
accagcgcct 
tgaccggggg 
cggctcagaa 
agtccctagc 
tttggaaagc 
aagaagctcc 
caatgacgct 
tcttagctcc 
cttctttgaa 



cggagagaca 
ctacgtcctg 
catatgtcac 
gccccagtac 
tcacgcggaa 
caactaccag 
tgaattctat 
ctacgggccc 
tcttattctt 
gtaggccagt 
ggctacccat 
tgtttcttgc 
cagttacagc 
gtctgctacc 
cccaaatacc 
ttgtcataaa 



cgagccctct 
ggtacaactg 
ttgattgaaa 
ccatgccttt 
gacactcggg 
acagccttgg 
tgcctttctg 
caagtcctcc 
attgccatgg 
cccctctgca 
cactctcttc 
tcaagaatgc 
ttcccatccc 
aggatgatga 
cacccatcac 
aacaataatt 



gcctgggagt 
tgctgcccct 
ctaatatcaa 
gggtcaatgt 
atcaaaacca 
cagatgtgaa 
cacctcaagt 
tcttctcctt 
tgaagctcaa 
ccacagcaga 
ctttgtctcc 
gtatccgatt 
tgacttcagt 
atattgtcac 
attcaggatg 
cccattgaca 



ggcaatggta 
ctaccagaaa 
ggaccaggaa 
atcagctgtg 
acagtgctcc 
gaaggtcaga 
caacgagacc 
cttctggccc 
caggtcccta 
gactcaccaa 
tatttcattt 
cccagtagct 
tggttcatat 
ctctatccct 
ttgtccttgg 
aaaaaaaaa 



gtgtgtgctg 
agtgtgtgga 
gagctggagg 
ggcagatggg 
tatatcccca 
gccaatttct 
agcgtcgtgt 
accttcctgc 
tccatcttgg 
ggaactgcag 
gttcaacatc 
ttggaggacc 
ctgttacctg 
acgtgctctc 
ccaaattcag 
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□ 1: U61536. Human potassium c...[gi:2209016] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



CDS 



HSU61536 1092 bp mRNA linear PRI 20-JUN-1997 

Human potassium channel beta subunit mRNA, complete cds . 

U61536 

U61536.1 GI:2209016 



Homo 
Homo 



sapiens . 
sapiens 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 

1 (bases 1 to 1092) 

Folander,K., Biazzo,D. and Swanson,R. 

Primary Sequence of a cDNA encoding the beta subunit of a human, 

calcium-activated, potassium channel 

Unpublished 

2 (bases 1 to 1092) 

Folander,K., Biazzo,D. and Swanson,R. 
Direct Submission 

Submitted { 20- JUN-1996) Pharmacology, Merck Research Labs, 
Sumneytown Pike, West Point, PA 19486, USA 

Location/Qualifiers 

1. .1092 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chromosome="5 " 
/map="5q34-35" 

/tissue_type="aortic smooth muscle" 
106. . 681 

/note="large-conductance, calcium-activated, K+ channel 

beta-subunit " 

/codon_start=l 

/product="potassium channel beta subunit" 
/protein_id-"A AB6 1 396. 1 " 
/db_xref="GI: 2209017" 

/translat ion="MVKKLVMAQKRGETRALCLGVTMVVCAVITYYILVTTVLPLYQK 
SVWTQESKCHLIETNIRDQEELKGKKVPQYPCLWVNVSAAGRWAVLYHTEDTRDQNQQ 
CSYIPGSVDNYQTARADVEKVRAKFQEQQVFYCFSAPRGNETSVLFQRLYGPQALLFS 
LFWPTFLLTGGLLIIAMVKSNQYLSILAAQK" 
354 c 280 g 228 t 



230 a 



BASE COUNT 
ORIGIN 

1 cggctctttt ggggtggggg cgggggtcca ggcagaaaga aaccgtctgc tgctcaagac 
61 ccacaggacg ccgggaagac taaatgatca ctgcccccag tgaatatggt gaagaagctg 
121 gtgatggccc agaagcgggg agagacacga gccctttgcc tgggtgtaac catggtggtg 
181 tgtgccgtca tcacctacta catcctggtc acgactgtgc tgcccctcta ccagaaaagc 
241 gtgtggaccc aggaatccaa gtgccacctg attgagacca acatcaggga ccaggaggag 
301 ctgaagggca agaaggtgcc ccagtaccca tgcctgtggg tcaacgtgtc agctgccggc 
361 aggtgggctg tgctgtacca cacggaggac actcgggacc agaaccagca gtgctcctac 
421 atcccaggca gcgtggacaa ttaccagacg gcccgggccg acgtggagaa ggtcagagcc 



( 
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481 aaattccaag agcagcaggt 

541 gtcctattcc agcgcctcta 

601 ttcctgctga ccggtggcct 

661 atcctggcgg cccagaagta 

721 ggactggctg ggcccccagg 

781 ctcccactct tccagtccaa 

841 ccttttgtga agtcattgcc 

901 ataaggccag ccagttctag 

961 ttccggctgc atcactatgt 

1021 tctccctgtt gtctcaaagc 

1081 ccttctttgt tt 



cttctactgc ttctccgcac 
cgggccccag gccctcctct 
cctcattatc gccatggtga 
gagccatcca tccatgccat 
gctgctcccc acttgcagca 
tccacgctgt cttctgttgc 
tgctcaagaa tgtacagtgg 
ctctctatta cctgtcccca 
gccccacaga gaacgatgat 
ggtacccatc ctcccccaga 



ctcgggggaa cgaaaccagc 
tctccctctt ctggcccacc 
agagcaacca gtacctgtcc 
accacttgtc agggcacagg 
caatgccttc tccacctgcc 
aggactaacc tttgagaaat 
ctccccaatg ccttggagcc 
ctcaactgac tcatacctgt 
cgtcacctct gtgcctgagt 
agctgt cccc agcgagcctc 
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□ 1: U22413. Human inward rect...[gi:727362] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



CDS 



HSU22413 1284 bp mRNA linear PRI 24-MAR-1995 

Human inward rectifier potassium channel mRNA, complete cds . 
U22413 

U22413.1 GI:727362 
human . 

? a P„4jrH s 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 427) 

Ashen, M.D., O f Rourke,B., Kluge,K.A., Johns,D.C. and Tomaselli, G . F. 
Inward rectifier K+ channel from human heart and brain: cloning and 
stable expression in a human cell line 
Am. J. Physiol. 268 (37), 506-511 (1995) 

2 (bases 1 to 1284) 
Ashen, M. D. 

Direct Submission 

Submitted ( 09-MAR-1995 ) Marie D . Ashen, Department of Medicine, The 
Johns Hopkins University, 720 Rutland Avenue, Baltimore, MD 21205, 
USA 

Location/ Qualifiers 
1. .1284 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 

/tissue_type="ventricular heart muscle and brain" 
1. . 1284 

/ codon_start=l 

/product="inward rectifier potassium channel" 
/protein_id=" AAA64282 .1 " 
/db_xref="GI : 727363" 

/translation="MGSVRTNRYSIVSSEEDGMKLATMAVANGFGNGKSKVHTRQQCR 
SRFVKKDGHCNVQFINVGEKGQRYLADIFTTCVDIRWRWMLVIFCLAFVLSWLFFGCV 
FWLIALLHGDLDASKEGKACVSEVNSFTAAFLFSIETQTTIGYGFRCVTDECPIAVFM 
VVFQSIVGCIIDAFI IGAVMAKMAKPKKRNETLVFSHNAVIAMRDGKLCLMWRVGNLR 
KSHLVEAHVRAQLLKSRITSEGEYIPLDQIDINVGFDSGIDRIFLVSPITIVHEIDED 
SPLYDLSKQDIDNADFEIVVILEGMVEATAMTTQCRSSYLANEILWGHRYEPVLFEEK 
HYYKVDYSRFHKTYEVPNTPLCSARDLAEKKYILSNANSFCYENEVALTSKEEDDSEN 
GVPESTSTDTPPDIDLHNQASVPLEPRPLRRESEI" 
293 c 327 g 316 t 



348 a 



BASE COUNT 
ORIGIN 

1 atgggcagtg tgagaaccaa ccgctacagc atcgtctctt cagaagaaga cggtatgaag 

61 ttggccacca tggcagttgc aaatggcttt gggaacggga agagtaaagt ccacacccga 

121 caacagtgca ggagccgctt tgtgaagaaa gatggccact gtaatgttca gttcatcaat 

181 gtgggtgaga aggggcaacg gtacctcgca gacatcttca ccacgtgtgt ggacattcgc 

241 tggcggtgga tgctggttat cttctgcctg gctttcgtcc tgtcatggct gttttttggc 

301 tgtgtgtttt ggttgatagc tctgctccat ggggacctgg atgcatccaa agagggcaaa 

361 gcttgtgtgt ccgaggtcaa cagcttcacg gctgccttcc tcttctccat tgagacccag 
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acaaccatag 
gtggtgttcc 
gccaagatgg 
attgccatga 
cacttggtgg 
gagtatatcc 
atatttctgg 
gatttgagta 
atggtggaag 
ctgtggggcc 
tattccaggt 
ttagcagaaa 
gccctcacaa 
gacacgcccc 
ttacggcgag 



gctatggttt 
agtcaatcgt 
caaagccaaa 
gagacggcaa 
aagctcatgt 
ctctggatca 
tgtccccaat 
aacaggacat 
ccactgccat 
accgctatga 
tccacaaaac 
agaaatatat 
gcaaagagga 
ctgacataga 
aatcggagat 



cagatgtgtc 
gggctgcatc 
gaagagaaac 
gctgtgtttg 
tcgagcacag 
aatagacatc 
cactatagtc 
tgacaacgca 
gacgacacag 
gcctgtgctc 
ttacgaagtc 
cctctcaaat 
agacgacagt 
ccttcacaac 
atga 



acggatgaat 
atcgatgctt 
gagactcttg 
atgtggcgag 
ctcctcaaat 
aatgttgggt 
catgaaatag 
gactttgaaa 
tgccgtagct 
tttgaagaga 
cccaacactc 
gcaaattcat 
gaaaatggag 
caggcaagtg 



gcccaattgc 
tcatcattgg 
tcttcagtca 
tgggcaatct 
ccagaattac 
ttgacagtgg 
atgaagacag 
tcgtggtcat 
cttatctagc 
agcactacta 
ccctttgtag 
tttgctatga 
ttccagaaag 
tacctctaga 



tgttttcatg 
cgcagtcatg 
caatgccgtg 
tcggaaaagc 
ttctgaaggg 
aatcgatcgt 
tcctttatat 
actggaaggc 
aaatgaaatc 
caaagtggac 
tgccagagac 
aaatgaagtt 
cactagtacg 
gcccaggccc 



// 
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□ 1: M60451. Human voltage-gat... [gi:308764] Links 

LOCUS HUMVENHK2 2118 bp mRNA linear PRI 14-JAN-1995 

DEFINITION Human voltage-gated potassium channel (HK2) mRNA, complete cds . 

ACCESSION M60451 

VERSION M60451.1 GI:308764 

KEYWORDS voltage-gated potassium channel. 

SOURCE Homo sapiens adult left ventricular cardiac muscle cDNA to mRNA. 

ORGAN ISM Homo sa piens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 2118) 

AUTHORS Tamkun,M.M., Knoth,K.M., Walbridge, J. A. , Kroemer,H., Roden,D.M. and 
Glover, D.M. 

TITLE Molecular cloning and characterization of two voltage-gated K+ 

channel cDNAs from human ventricle 
JOURNAL FASEB J. 5 (3), 331-337 (1991) 
MEDLINE 91160866 
PUBMED 2001794 
FEATURES Location/Qualifiers 
source 1 . . 2118 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 

/tissue_type="lef t ventricular cardiac muscle" 

/dev_stage="adult" 
gene 1. .2118 

/gene="HK2" 
CDS 183. .2018 

/gene= r, HK2" 

/ s t a nda r d_n ame = " KCNA5 " 
/standard_name="Kvl . 5" 
/codon_start=l 

/product="voltage-gated potassium channel" 
/protein_id="AAA6127 6. 1" 
/db_xref="GI: 308765" 

/trans la tion= "MEIALVPLENGGAMTVRGGDEARAGCGQATGGELQCPPTAGLSD 
GPKEPAPKGRAQRDADSGVRPLPPLPDPGVRPLPPLPEELPRPRRPPPEDEEEEGDPG 
LGTVEDQALGTASLHHQRVHINISGLRFETQLGTLAQFPNTLLGDPAKRLPYFDPLRN 
EYFFDRNRPSFDGILYYYQSGGRLRGVNVSLDVFADEIRFYQLGDEAMERFREDEGFI 
KEEEKPLPRNEFQRQVWLIFEYPESSGSARAIAIVSVLVILISI ITFCLETLPEFRDE 
RELLRHPPAPHQPPAPAPGANGSGVMAPASGPTVAPLLPRTLADPFFIVETTCVIWFT 
FELLVRFFACPSKAGFSRNIMNIIDVVAIFPYFITLGTELAEQQPGGGGGGQNGQQAM 
SLAILRVIRLVRVFRIFKLSRHSKGLQILGKTLQASMRELGLLIFFLFIGVILFSSAV 
YFAEADNQGTHFSSIPDAFWWAVVTMTTVGYGDMRPITVGGKIVGSLCAIAGVLTIAL 
PVPVIVSNFNYFYHRETDHEEPAVLKEEQGTQSQGPGLDRGVQRKVSGSRGSFCKAGG 
TLENADSARRGSCPLEKCNVKAKSNVDLRRSLYALCLDTSRETDL" 

BASE COUNT 374 a 698 c 682 g 364 t 

ORIGIN 

1 gcggccgcgc ggctttttga cgtcagggcc aagcgagggg atcgcgccag caaccccagc 
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tctccccaga 
gcgtgagtag 
ccatggagat 
atgaggcccg 
ctgggctcag 
actcgggagt 
tgccagagga 
atcccggcct 
gcgtccacat 
tccccaacac 
acgagtactt 
ccgggggccg 
tctaccagct 
aagaggagaa 
atccggagag 
tctccatcat 
tccgccaccc 
gggtcatggc 
accccttctt 
gcttcttcgc 
tggtggccat 
ggggcggagg 
tccgcctggt 
tcctgggcaa 
tcatcggggt 
cccatttctc 
gctacgggga 
tcgccggggt 
tctaccaccg 
agagccaggg 
ccttctgcaa 
ccctagagaa 
ccctctgcct 
ggcagtggag 
tttgactcac 



// 



gaggggccgg 
ggggcgcggg 
cgccctggtg 
ggcaggctgc 
cgatgggccc 
gcggcccttg 
gctgccacgg 
gggcacggtg 
caacatctcc 
actcctgggg 
cttcgaccgc 
cctgcgaggg 
gggggacgag 
gcccctgccc 
ctctgggtcc 
caccttctgc 
tccggcgccc 
ccccgcctct 
catcgtggag 
ctgccccagc 
cttcccctac 
aggcggccag 
ccgggtgttc 
gaccttgcag 
catcctcttc 
tagcatccct 
catgaggccc 
cctcaccatt 
ggaaacggat 
gccggggctg 
ggctgggggg 
gtgtaacgtc 
ggacaccagc 
tagggaatgg 
tcctctct 



ccgaccgctg 
agccggtcag 
cccctggaga 
ggccaggcca 
aaggagccgg 
cctccgctgc 
cctcgacggc 
gaggaccagg 
gggctgcgct 
gaccccgcca 
aaccggccca 
gtcaacgtct 
gccatggagc 
cgcaacgagt 
gcgcgggcca 
ttggagaccc 
caccagcctc 
ggccctacgg 
accacgtgcg 
aaggcagggt 
ttcatcaccc 
aatgggcagc 
cgcatcttca 
gcctccatga 
tccagtgccg 
gacgccttct 
atcactgttg 
gccctgcctg 
cacgaggagc 
gacagaggag 
accctggaga 
aaggccaaga 
cgggaaacag 
gaggcttctg 



gagcggagcc 
ctggggcgca 
acggcggtgc 
cagggggaga 
cgccaaaggg 
cggacccggg 
cgcctcccga 
ctctgggcac 
ttgagacgca 
agcgcctgcc 
gcttcgacgg 
ccctggacgt 
gcttccgcga 
tccagcgcca 
tcgccatcgt 
tgcctgagtt 
ccgcgcccgc 
tggcaccgct 
tgatctggtt 
tctcccggaa 
tgggcaccga 
aggccatgtc 
agctctcccg 
gggagctggg 
tctacttcgc 
ggtgggcagt 
ggggcaagat 
tgcccgtcat 
cggcagtcct 
tccagcggaa 
atgcagacag 
gcaacgtgga 
atttgtgaaa 
aacatggata 



tgacgccagg 
gcatgccctc 
catgaccgtc 
gctccagtgt 
gcgcgcgcag 
agtgcggccc 
ggacgaggag 
ggcgtccctg 
gctgggcacc 
gtacttcgac 
tatcctctac 
gttcgcggac 
ggatgagggc 
ggtgtggctt 
ctcggtcttg 
cagggatgaa 
ccctggggcc 
cctgcccagg 
caccttcgag 
catcatgaac 
actggcagag 
cctggccatc 
ccactccaag 
gctgctcatc 
agaggctgac 
ggtcaccatg 
cgtgggctcg 
cgtctccaac 
taaggaagag 
ggtcagcggg 
tgcccgaagg 
cttgcggagg 
ggagattcag 
tctacattat 



cgcccgcgga 
tgctcccgcg 
agaggaggcg 
cccccgacgg 
agagacgcgg 
ttgcctccgc 
gaagaaggcg 
caccaccagc 
ctggcgcagt 
cccctgagga 
tactaccagt 
gagatacgct 
ttcattaaag 
atcttcgagt 
gttatcctca 
cgtgagctgc 
aacggcagcg 
accctggccg 
ctgctcgtgc 
atcatcgatg 
cagcagccag 
ctccgagtca 
gggctgcaga 
ttcttcctct 
aaccagggaa 
accactgtgg 
ctgtgtgcca 
ttcaactact 
cagggcactc 
agcaggggat 
ggcagctgcc 
tccctttatg 
gcagactggt 
ccgcagagta 
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□ 1: M60450. Human voltage-gat...[gi:308762] 



Links 



LOCUS HUMVENHK1 2445 bp mRNA linear PRI 14-JAN-1995 

DEFINITION Human voltage-gated potassium channel (HK1) mRNA, complete cds . 

ACCESSION M60450 

VERSION M60450.1 GI:308762 

KEYWORDS voltage-gated potassium channel. 

SOURCE Homo sapiens ventricular cardiac muscle cDNA to mRNA. 

ORGAN ISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 2445) 

AUTHORS Tamkun,M.M., Knoth,K.M., Walbridge, J. A. , Kroemer,H., Roden,D.M. and 
Glover, D.M. 

TITLE Molecular cloning and characterization of two voltage-gated K+ 

channel cDNAs from human ventricle 
JOURNAL FASEB J. 5 (3), 331-337 (1991) 
MEDLINE 91160866 
PUBMED " 2 0 0179 4 
FEATURES Location/Qualifiers 
source 1 . .24 45 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 

/tissue_type="ventricular cardiac muscle" 
gene 1 . .2445 

/gene="HKl" 
CDS 298 . . 2259 

/gene="HKl" 

/standard_name="Kvl . 4 " 
/standard_name="KCNA4 " 
/codon_start=l 

/product="voltage-gated potassium channel" 
/protein id=" AAA6127 5 . 1 " 
/db_xref="GI: 308763" 
/db_xr e f = "GDB : GOO-120-044 " 

/translation="MEVAMVSAESSGCNSHMPYGYAAQARARERERLAHSRAAAAAAV 
AAATAAVEGSGGSGGGSHHHHQSRGACTSHDPQSSRGSRRRRRQRSEKKKAHYRQSSF 
PHCSDLMPSGSEEKILRELSEEEEDEEEEEEEEEEGRFYYSEDDHGDECSYTDLLPQD 
EGGGGYSSVRYSDCCERVVINVSGLRFETQMKTLAQFPETLLGDPEKRTQYFDPLRNE 
YFFDRNRPSFDAILYYYQSGGRLKRPVNVPFDIFTEEVKFYQLGEEALLKFREDEGFV 
REEEDRALPENEFKKQIWLLFEYPESSSPARGIAI VSVLVILISIVIFCLETLPEFRD 
DRDLVMALSAGGHGGLLNDTSAPHLENSGHTIFNDPFFIVETVCIVWFSFEFVVRCFA 
CPSQALFFKNIMNIIDIVSILPYFITLGTDLAQQQGGGNGQQQQAMSFAILRIIRLVR 
VFRI FKLSRHSKGLQILGHTLRASMRELGLLIFFLFIGVILFSSAVYFAEADEPTTHF 
QSIPDAFWWAVVTMTTVGYGDMKPITVGGKIVGSLCAIAGVLTIALPVPVIVSNFNYF 
YHRETENEEQTQLTQNAVSCPYLPSNLLKKFRSSTSSSLGDKSEYLEMEEGVKESLCA 
KEEKCQGKGDDSETDKNNCSNAKAVETDV" 

BASE COUNT 612 a 563 c 648 g 622 t 

ORIGIN 
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aacataggtg 
tatttatctc 
tggggcgtgc 
ccaagcaatc 
tatttttctt 
gaggttgcaa 
gctgcccagg 
gctgctgttg 
caccaccacc 
agtcggagga 
ttccctcatt 
agtgaggagg 
tatagtgaag 
ggcggtggcg 
gtgtcaggcc 
ttgggagacc 
gacaggaacc 
aagaggccag 
ggggaggagg 
agggccctcc 
agctccagtc 
gtcatctttt 
ctgagtgctg 
tcagggcaca 
ttttcctttg 
aacatcatga 
gacctggccc 
atcctcagaa 
aaaggcctgc 
atcttcttcc 
gatgaaccta 
atgacaactg 
tccctgtgtg 
aactttaact 
aatgcagtca 
tcttcttccc 
ctgtgtgcaa 
aactgttcta 
ctcccccctc 
tatgcaaatg 
gttactaaac 



tctgagagac 
gaccagccaa 
tgatttaaaa 
tgcttaaggg 
tcttcttctt 
tggtgagtgc 
cccgggcccg 
cagcggccac 
accagtcacg 
ggaggcgaca 
gctctgacct 
aggaagatga 
atgaccatgg 
gctacagttc 
tacgctttga 
ctgaaaagag 
gccccagctt 
tcaatgtccc 
ccctgttgaa 
ccgagaatga 
ctgcaagggg 
gcctggaaac 
gcgggcatgg 
caatattcaa 
agtttgtggt 
acatcattga 
agcaacaggg 
tcattcgtct 
agatcctggg 
tcttcattgg 
ctacccattt 
tgggctatgg 
ccattgcggg 
atttctacca 
gttgtccata 
tgggggacaa 
aggaggagaa 
atgcaaaggc 
agcatctcca 
atccaatgca 
ttgtattaca 



tccagcattt 
gctctggaga 
acagaaaatg 
ttccaaactt 
ctacaactgg 
ggagagctca 
ggagcgggag 
agctgctgtc 
cggggcctgt 
gcggtctgag 
gatgcccagt 
ggaggaggag 
tgatgagtgt 
agtccgctac 
gacccaaatg 
gactcagtac 
tgatgccatc 
ctttgatatc 
gtttcgggag 
atttaaaaag 
catagccatt 
cttgcctgag 
tgggttgttg 
tgaccccttc 
tcgctgcttt 
cattgtctcc 
gggtggcaat 
ggtccgagta 
ccacaccctc 
ggtcatcctc 
ccaaagcatc 
ggacatgaag 
tgtcttaacc 
cagagagact 
cctcccctct 
gtcagagtat 
gtgtcaggga 
tgtggagact 
aatatattta 
tacagtagta 
tatcaaataa 



tcggacttct 
gcaatgttga 
caaagttgga 
accttaattt 
aaccagccat 
gggtgcaaca 
aggcttgctc 
gaaggtagcg 
acctcccatg 
aagaagaaag 
ggctctgagg 
gaagaggagg 
tcctacacgg 
agtgactgtt 
aaaactctgg 
tttgaccctt 
ttgtattatt 
ttcactgagg 
gacgagggct 
cagatttggc 
gtgtccgtcc 
tttagggacg 
aatgatactt 
ttcatcgtgg 
gcttgtccca 
attttgcctt 
ggtcagcagc 
ttccggatct 
agagccagca 
ttttctagtg 
ccagatgcat 
cccatcactg 
attgctttgc 
gaaaatgagg 
aatttgctca 
ctagagatgg 
aagggggatg 
gatgtgtgaa 
tgcatagaga 
cactatttaa 
atgatacatc 



tagtcttgag 
atccctgaga 
ctgaaaatat 
ggtgagaaaa 
ttccgaaaac 
gtcacatgcc 
actccagggc 
ggggttctgg 
accctcagag 
cccactaccg 
agaagatcct 
aagaggaggg 
atctgctgcc 
gtgaacgtgt 
cccagtttcc 
tgcgcaatga 
atcaatcagg 
aggtgaagtt 
ttgtgagaga 
tcctctttga 
tggtcatctt 
acagggatct 
cagcacccca 
aaacagtctg 
gccaagcact 
acttcatcac 
agcaggccat 
tcaaactctc 
tgcgggaact 
ctgtgtattt 
tttggtgggc 
tagggggcaa 
cagtgccagt 
aacagacaca 
agaaatttcg 
aagaaggagt 
acagtgagac 
tctttttcca 
gtgcagttat 
tggttataca 
ttgga 



agtgccaggc 
agagagagca 
ccttagtctt 
gaagctgccc 
caccaccatg 
ttatggttat 
agctgcagca 
tgggggctcc 
cagccggggt 
gcagagcagc 
gagggagctg 
aaggttttac 
tcaggatgag 
ggtgataaat 
agagactttg 
gtattttttt 
aggccgcctg 
ctatcagttg 
agaggaagac 
atatccagag 
aatctccatt 
cgtcatggca 
tctggagaac 
tattgtatgg 
cttcttcaaa 
actgggcact 
gtcctttgcc 
caggcactcc 
gggccttctg 
tgcagaggcg 
tgtggtgacc 
gattgtcggg 
gattgtctct 
gctaacgcag 
gagctctact 
taaggaatct 
agataaaaac 
cctgccactg 
gaaaatgaaa 
tggcataatt 
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□ l: M55514. Human potassium c...[gi: 189659] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
MEDLINE 
PUBMED 
FEATURES 

source 



gene 
CDS 



HUMPCC 3388 bp mRNA linear PRI 07-JAN-1995 

Human potassium channel (HPCN2) mRNA, complete cds . 

M55514 

M55514 .1 GI: 189659 
potassium channel protein. 

Human fetal skeletal muscle, cDNA to mRNA. 
Homo s a p ien s 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 {bases 1 to 3388) 

Philipson, L . H . , Schaefer,K., LaMendola, J . , Bell, G.I. and 
Steiner, D . F . 

Sequence of a human fetal skeletal muscle potassium channel cDNA 
related to RCK4 

Nucleic Acids Res. 18 (23), 7160 (1990) 

91088321 

226348 9 

2 (bases 1 to 3388) 

Philipson, L . H . , Hice,R.E., Schaefer,K., LaMendola, J . , Bell, G. I., 
Nelson, D.J. and Steiner, D.F. 

Sequence and functional expression in Xenopus oocytes of a human 

insulinoma and islet potassium channel 

Proc. Natl. Acad. Sci. U.S.A. 88 (1), 53-57 (1991) 

91095456 

1 986382 

Location/Qualifiers 
1..3388 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

/tissue_type="skeletal muscle" 

/dev_stage=" fetus" 

1. .3388 

/gene="HPCN2" 

1155. .3116 

/gene="HPCN2" 

/f unction="ion transport" 

/codon_start=l 

/product="potassium channel protein" 
/protein id=" AAA60034 . 1 " 
/db_xref="GI : 189660" 

/trans lation="MEVAMVSAESSGCNSHMPYGYAAQARARERERLAHSRRAAARAV 
AAATAAVEGSGGSGGGSHHHHQSRGACTSHDPQSSRGSREEEATRSEKKKAHYRQSSF 
PHCSDLMPSGSEEKILRELSEEEEDEEEEEEEEEEGRFYYSEDDHGDECSYTDLLPQD 
EGGGGYSSVRYSDCCERVVINVSGLRFETQMKTLAQFPETLLGDPEKRTQYFDPLRNE 
YFFDRNRPSFDAILYYYQSGGRLKRPVNVPFDIFTEEVKFYQLGEEALLKFREDEGFV 
REEEDRALPENEFKKQIWLLFEYPESSDPARGIAIVSVLVILISIVIFCLETLPEFRD 
DRDLVMALSAGGHGGLLNDTSAPHLENSGHTIFNDPFFIVETVCIVWFSFEFVVRCFA 
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CPSQALFFKNIMNIIDIVSILPYFITLGTDLAQQQGGGNGQQQQAMSFAILRIIRLVR 
VFRI FKLSRHSKGLQILGHTLRASMRELGLLI FFLFIGVILFSSAVYFAEADEPTTHF 
QSIPDAFWWAVVTMTTVGYGDMKPITVGGKIVGVLCAIAGVLTIALPVPVIVSNFNYF 
YHRETENEEQTQLTQNAVSCPYLPSNLLKKFRSSTSSSLGDKSEYLEMEEGVKESLCA 
KEEKCQAKGDDSETDKNNCSNAKAVETDV" 

BASE COUNT 835 a 813 c 846 g 894 t 

ORIGIN 

1 ttaacaagtg atcgctgctg tctaggattt tgtttctttt cgggggaacc ttgacttcct 
61 ttcccaggca atccctcctg tgctgaactc cagaggaacc aggagtcttg gggtcttctc 
121 tggggcagcc ccaaccccca cccccaggct ccagccgcga ggactctgtg cacccctcgg 
181 gccaggcaac agaacttgtt ccgtggatat ttggagcctc cacctgccaa acccgagtga 
241 ttccttttac caccccccgc cccccaccca ggatcattct tcccctcctc cagctgttgc 
301 agcttgaggg ggaaaaacaa gccagccggt ggattttctt tatttttatt tttcgccccg 
361 ccggggaagg gtgaagtgct tettctgcat gattttggct gaagaatgct ctgcatttcc 
421 ttgatttcta tggagacctc agagctggtt ttgcttctgc tgacacctca tctagcacct 
481 tctctacctc ccagggtctt tgcctctatc tgtggtttgg cattgtacct gggtacagga 
541 agcctttgat gaacttaaaa ggagagcctg gagaatcatc ctgatagact ttgagtagaa 
601 atggctggac atacttcaaa ccacatctta acatggttcg agccatcact agaaggcaag 
661 tgctaacagt aaaggcttat ttgcatttta tttacattta atggactgag cattggccaa 
721 tttccatggc agaaaaatat atttcatttt ctaggcacaa cttctggctg tcagacactt 
781 gctgcctttg aatcttgcag caacatcact aaccacatcc cagacatatt tccaaatttc 
841 aacatctacc cccaaaacat aggtgtctga gagactccag cattttcgga cttcttagtc 
901 ttgagagtgc caggctattt atctcgacca gccaagctct ggagagcaat gttgaatccc 
961 tgagaagaga gaggcatggg gcgtgctgat ttaaaaacag aaaatgcaaa gttggagctg 
. 1021 aaaatatcct tagtcttcca agcaatctgc ttaagggttc caaacttacc ttaatttggt 
1081 gagaaaagaa gctgccctat ttttctttct tcttcttcta caactggaac cagccatttc 
1141 cgaaaaccac caccatggag gttgcaatgg tgagtgcgga gagctcaggg tgcaacagtc 
1201 acatgcctta tggttatgct gcccaggccc gggcccggga gcgggagagg cttgctcact 
1261 ccaggcgagc tgcagcacgt gctgttgcag cggccacagc tgctgtcgaa ggtagcgggg 
1321 gttctggtgg gggctcccac caccaccacc agtcacgcgg ggcctgtacc tcccatgacc 
1381 ctcagagcag ccggggtagt cgggaggagg aggcgacacg gtctgagaag aagaaagccc 
1441 actaccggca gagcagcttc cctcattgct ctgacctgat gcccagtggc tctgaggaga 
1501 agatcctgag ggagctgagt gaggaggagg aagatgagga ggaggaggaa gaggaggaag 
1561 aggagggaag gttttactat agtgaagatg accatggtga tgagtgttcc tacacggatc 
1621 tgctgcctca ggatgagggc ggtggcggct acagttcagt ccgctacagt gactgttgtg 
1681 aacgtgtggt gataaatgtg tcaggcctac gctttgagac ccaaatgaaa actctggccc 
1741 agtttccaga gactttgttg ggagaccctg aaaagaggac tcagtacttt gaccctttgc 
1801 gcaatgagta tttttttgac aggaaccgcc ccagctttga tgccatcttg tattattatc 
1861 aatcaggagg ccgcctgaag aggccagtca atgtcccctt tgatatcttc actgaggagg 
1921 tgaagttcta tcagttgggg gaggaggccc tgttgaagtt tcgggaggac gagggctttg 
1981 tgagagaaga ggaagacagg gccctccccg agaatgaatt taaaaagcag atttggctcc 
2041 tctttgaata tccagagagc tccgatcctg caaggggcat agccattgtg tccgtcctgg 
2101 tcatcttaat ctccattgtc atcttttgcc tggaaacctt gcctgagttt agggacgaca 
2161 gggatctcgt catggcactg agtgctggcg ggcatggtgg gttgttgaat gatacttcag 
2221 caccccatct ggagaactca gggcacacaa tattcaatga ccccttcttc atcgtggaaa 
2281 cagtctgtat tgtatggttt tcctttgagt ttgtggttcg ctgctttgct tgtcccagcc 
2341 aagcactctt cttcaaaaac atcatgaaca tcattgacat tgtctccatt ttgccttact 
24 01 tcatcacact gggcactgac ctggcccagc aacagggggg tggcaatggt cagcagcagc 
24 61 aggccatgtc ctttgccatc ctcagaatca ttcgtctggt ccgagtattc cggatcttca 
2521 aactctccag gcactccaaa ggcctgcaga tcctgggcca caccctcaga gccagcatgc 
2581 gggaactggg ccttctgatc ttcttcctct tcattggggt catcctcttt tctagtgctg 
2641 tgtattttgc agaggcggat gaacctacta cccatttcca aagcatccca gatgcatttt 
2701 ggtgggctgt ggtgaccatg acaactgtgg gctatgggga catgaagccc atcactgtag 
2761 ggggcaagat tgtcggggtc ctgtgtgcca ttgcgggtgt cttaaccatt gctttgccag 
2821 tgccagtgat tgtct.ctaac tttaactatt tctaccacag agagactgaa aatgaggaac 
2881 agacacagct aacgcagaat gcagtcagtt gtccatacct cccctctaat ttgctcaaga 
2941 aatttcggag ctctacttct tcttccctgg gggacaagtc agagtatcta gagatggaag 
3001 aaggagttaa ggaatctctg tgtgccaagg aggagaagtg tcaggccaag ggggatgaca 
3061 gtgagacaga taaaaacaac tgttctaatg caaaggctgt ggagactgat gtgtgaatct 
3121 tttttttcca cctgccactg ctcccccctc agccatcttc caaatatatt tatgcataga 
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3181 gagtgcagtt atgaaaatga aatatgcaaa tgatccaatg cataccagta gtacactatt 

3241 taatggttat acatggcata attgttacta aacttgtatt acatatcaaa taaatgatac 

3301 atcttggaga agagggagga ataggagcaa tctatcttta tatttttatt agaatgcaag 

3361 aattttccac attaacctgg aaaagatg 
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□ 1: L28168. Homo sapiens card...[gi:452493] 



Links 



LOCUS HUMCDRPCA 408 bp mRNA linear PRI 31-DEC-1994 

DEFINITION Homo sapiens cardiac delayed rectifier potassium channel protein 

mRNA, complete cds . 
ACCESSION L28168 
VERSION L28168.1 GI:452493 

KEYWORDS cardiac delayed rectifier potassium channel protein. 
SOURCE Homo sapiens adult cardiac muscle cDNA to mRNA. 

ORGANI SM Hom o sap i ens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 408) 

AUTHORS Folander,K. 7 Williams , J . B . , Strauss , H . C . , Lazarides,E. and 
Swanson, R. 

TITLE The Human IsK Potassium Channel Gene: expression in fetal and adult 

heart, assignment to human chromosome 21q22, and an RFLP that 
distinguiishes two alleles 
JOURNAL Unpublished (1994) 
FEATURES Location/Qualifiers 
source 1 . .408 

/organism="Homo 'sapiens" 
/db_xref="taxon: 9606" 
/map="21q22" 
/cell_t ype="myocyte " 
/tissue_type="cardiac muscle" 
/dev_stage="adult " 
gene 1 . .408 

/gene="IsK" 
CD S 19.. 4 08 

/gene="IsK" 

/function="cardiac delayed rectifier potassium channel" 

/note="putative" 

/codon_start=l 

/product="cardiac delayed rectifier potassium channel 
protein" 

/protein_id="AA A58 4 18 . 1" 
/db_xref="GI : 4 52494"" 

/trans la tion="MILSNTTAVTPFLTKLWQETVQQGGNMSGLARRSPRSGDGKLEA 
LYVLMVLGFFGFFTLGIMLSYIRSKKLEHSNDPFNVYIESDAWQEKDKAYVQARVLES 
YRSCYVVENHLAIEQPNTHLPETKPSP" 

BASE COUNT 94 a 128 c 108 g 78 t 

ORIGIN 

l.ggaaccttaa tgcccaggat gatcctgtct aacaccacag cggtgacgcc ctttctgacc 
61 aagctgtggc aggagacagt tcagcagggt ggcaacatgt cgggcctggc ccgcaggtcc 
121 ccccgcagcg gtgacggcaa gctggaggcc ctctacgtcc tcatggtact gggattcttc 
181 ggcttcttca ccctgggcat catgctgagc tacatccgct ccaagaagct ggagcactcg 
241 aacgacccat tcaacgtcta catcgagtcc gatgcctggc aagagaagga caaggcctat 
301 gtccaggccc gggtcctgga gagctacagg tcgtgctatg tcgttgaaaa ccatctggcc 
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□ 1: U02632. Human calcium-act... [gi:487427] 



Links 



LOCUS HSU02632 3090 bp mRNA linear PRI 08-OCT-1994 

DEFINITION Human calcium-activated potassium channel mRNA, partial cds . 

ACCESSION U02632 

VERSION U02632.1 GI:487427 

KEYWORDS 

SOURCE human. 

ORGAN ISM Homo sapi e n s 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 3090) 

AUTHORS Pallanck, L. and Ganetzky,B. 

TITLE Cloning and characterization of human and mouse homologs of the 

Drosophila calcium-activated potassium channel gene, slowpoke 
JOURNAL Hum. Mol . Genet. 3 (8), 1239-1243 (1994) 
MEDLI NE 95078823 
PUBMED 7987297 
REFERENCE 2 (bases 1 to 3090) 
AUTHORS Pallanck, L.J. 
TITLE Direct Submission 

JOURNAL Submitted ( 2 1-OCT-l 993 ) Leo J. Pallanck, Genetics, University of 
Wisconsin-Madison, 445 Henry Mall, Madison, WI 53706, USA 
COMMENT On May 17, 1994 this sequence version replaced gi : 4 09697. 

FEATURES Location/Qualifiers 
source 1 . . 3090 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chromosome^" 10" 
/clone="hfml" 
/tissue_type= "muscle" 

/clone_lib="f etal skeletal muscle library; lambda gtlO 
library of L.M. Kunkel" 
/dev_stage="fetus 20-22 week" 
CDS <1..2659 

/codon_start=2 

/product="calcium-activated potassium channel" 
/protein_id=" AAA50173 . 1 " 
/db_xref="GI: 487428" 

/translation="NSGDPWENFQNNQALTYWECVYLLMVTMSTVGYGDVYAKTTLGR 
LFMVFFILGGLAMFASYVPEI IELIGNRKKYGGSYSAVSGRKHIVVCGHITLESVSNF 
LKDFLHKDRDDVNVEIVFLHNISPNLELEALFKRHFTQVEFYQGSVLNPHDLARVKIE 
SADACLILANKYCADPDAEDASNIMRVISIKNYHPKIRI ITQMLQYHNKAHLLNIPSW 
NWKEGDDAICLAELKLGFIAQSCLAQGLSTMLANLFSMRSFIKIEEDTWQKYYLEGVS 
NEMYTEYLSSAFVGLSFPTVCELCFVKLKLLMIAIEYKSANRESRILINPGNHLKIQE 
GTLGFFIASDAKEVKRAFFYCKACHDDITDPKRIKKCGCKRLKVAARSRYSKDPFEFK 
KETPNSRLVTEPVEDEQPSTLSPKKKQRNGGMRNSPNTSPKLMRHDPLLIPGNDQIDN 
MDSNVKKYDSTGMFHWCAPKEIEKVILTRSEAAMTVLSGHVVVCIFGDVSSALIGLRN 
LVMPLRASNFHYHELKHIVFVGSIEYLKREWETLHNFPKVSILPGTPLSRADLRAVNI 
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NLCDMCVILSANQNNIDDTSLQDKECILASLNIKSMQFDDSIGVLQANSQGFTPPGMD 
RSSPDNSPVHGMLRQPSITTGVNIPIITELVNDTNVQFLDQDDDDDPDTELYLTQPFA 
CGTAFAVSVLDSLMSATYFNDNILTLIRTLVTGGATPELEALIAEENALRGGYSTPQT 
LANRDRCRVAQLALLDGPFADLGDGGCYGDLFCKALKTYNMLCFGI YRLRDAHLSTPS 
QCTKRYVITNPPYEFELVPTDLIFCLMQFDHNAGQSRASLSHSSHSSQSSSKKSSSVH 
S I PSTANRQNRPKSRESRDKQKYVQEERL " 

BASE COUNT 820 a 797 c 702 g 771 t 

ORIGIN 

1 gaattcaggg gacccatggg aaaatttcca aaacaaccag gctctcacct actgggaatg 
61 tgtctattta ctcatggtca caatgtccac cgttggttat ggggatgttt atgcaaaaac 
121 cacacttggg cgcctcttca tggtcttctt catcctcggg ggactggcca tgtttgccag 
181 ctacgtccct gaaatcatag agttaatagg aaaccgcaag aaatacgggg gctcctatag 
241 tgcggttagt ggaagaaagc acattgtggt ctgcggacac atcactctgg agagtgtttc 
301 caacttcctg aaggactttc tgcacaagga ccgggatgac gtcaatgtgg agatcgtttt 
361 tcttcacaac atctccccca acctggagct tgaagctctg ttcaaacgac attttactca 
421 ggtggaattt tatcagggtt ccgtcctcaa tccacatgat cttgcaagag tcaagataga 
481 gtcagcagat gcatgcctga tccttgccaa caagtactgc gctgacccgg atgcggagga 
541 tgcctcgaat atcatgagag taatctccat aaagaactac catccgaaga taagaatcat 
601 cactcaaatg ctgcagtatc acaacaaggc ccatctgcta aacatcccga gctggaattg 
661 gaaagaaggt gatgacgcaa tctgcctcgc agagttgaag ttgggcttca tagcccagag 
721 ctgcctggct caaggcctct ccaccatgct tgccaacctc ttctccatga ggtcattcat 
781 aaagattgag gaagacacat ggcagaaata ctacttggaa ggagtctcaa atgaaatgta 
841 cacagaatat ctctccagtg ccttcgtggg tctgtccttc cctactgttt gtgagctgtg 
901 ttttgtgaag ctcaagctcc taatgatagc cattgagtac aagtctgcca accgagagag 
961 ccgtatatta attaatcctg gaaaccatct taagatccaa gaaggtactt taggattttt 
1021 catcgcaagt gatgccaaag aagttaaaag ggcatttttt tactgcaagg cctgtcatga 
1081 tgacatcaca gatcccaaaa gaataaaaaa atgtggctgc aaacggctca aggttgcagc 
1141 tagatcacgc tattccaaag atccatttga gttcaagaag gagactccca attctcggct 
1201 tgtgaccgag ccagttgaag atgagcagcc gtcaacacta tcaccaaaaa aaaagcaacg 
1261 gaatggaggc atgcggaact cacccaacac ctcgcctaag ctgatgaggc atgacccctt 
1321 gttaattcct ggcaatgatc agattgacaa catggactcc aatgtgaaga agtacgactc 
1381 tactgggatg tttcactggt gtgcacccaa ggagatagag aaagtcatcc tgactcgaag 
1441 tgaagctgcc atgaccgtcc tgagtggcca tgtcgtggtc tgcatctttg gcgacgtcag 
1501 ctcagccctg atcggcctcc ggaacctggt gatgccgctc cgtgccagca actttcatta 
1561 ccatgagctc aagcacattg tgtttgtggg ctctattgag tacctcaagc gggaatggga 
1621 gacgcttcat aacttcccca aagtgtccat attgcctggt acgccattaa gtcgggctga 
1681 tttaagggct gtcaacatca acctctgtga catgtgcgtt atcctgtcag ccaatcagaa 
1741 taatattgat gatacttcgc tgcaggacaa ggaatgcatc ttggcgtcac tcaacatcaa 
1801 atctatgcag tttgatgaca gcatcggagt cttgcaggct aattcccaag ggttcacacc 
1861 tccaggaatg gatagatcct ctccagataa cagcccagtg cacgggatgt tacgtcaacc 
1921 atccatcaca actggggtca acatccccat catcactgaa ctagtgaacg atactaatgt 
1981 tcagtttttg gaccaagacg atgatgatga ccctgataca gaactgtacc tcacgcagcc 
2041 ctttgcctgt gggacagcat ttgccgtcag tgtcctggac tcactcatga gcgcgacgta 
2101 cttcaatgac aatatcctca ccctgatacg gaccctggtg accggaggag ccacgccgga 
2161 gctggaggct ctgattgctg aggaaaacgc ccttagaggt ggctacagca ccccgcagac 
2221 actggccaat agggaccgct gccgcgtggc ccagttagct ctgctcgatg ggccatttgc 
2281 ggacttaggg gatggtggtt gttatggtga tctgttctgc aaagctctga aaacatataa 
2341 tatgctttgt tttggaattt accggctgag agatgctcac ctcagcaccc ccagtcagtg 
2401 cacaaagagg tatgtcatca ccaacccgcc ctatgagttt gagctcgtgc cgacggacct 
24 61 gatcttctgc ttaatgcagt ttgaccacaa tgccggccag tcccgggcca gcctgtccca 
2521 ttcctcccac tcgtcgcagt cctccagcaa gaagagctcc tctgttcact ccatcccatc 
2581 cacagcaaac cgacagaacc ggcccaagtc cagggagtcc cgggacaaac agaagtacgt 
2641 gcaggaagag cggctttgat atgtcttcct tcacttcccc cattgccacc ccccaatccc 
2701 agtaccccca tcggtctgtt cacatctctg tgttcatctt ggcaagacct actcaatcaa 
2761 gtgatgatgc cagttgataa acttccctgg aaaacattta cagctattcc atttggcaaa 
2821 cttgcttctc tgtcaatatt tcatcctcct ttaaaccagg agggttatta atggcaaaag 
2881 cattggtctt ctttatgctt gatcagtatg actcaaatta aaagtgttct gctgtgtata 
2941 tcaactcagt agcccacacc cagttatctg ggagctgatg gttcagtcac tgtattaccc 
3001 aaatctttcc tgccagctgc ctttcagaca tttgttaaat cccaaccaga gaccgggcag 
3061 atagagagaa gtaaatctga agtgcgtttt 
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n 1: AJ001366. Homo sapiens pota...[gi:3676224] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
MEDLINE 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



CDS 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



Bijlenga,P., Sinnreich,M. 



HSJ001366 3102 bp mRNA linear PRI 29-SEP-1998 

Homo sapiens potassium channel h-eag. 

AJ001366 

AJ001366.1 GI:3676224 
potassium channel protein, 
human . 

H omo s ap ien s 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 

1 (bases 1 to 3102) 

Occhiodoro, T . , Bernheim, L. , Liu, J. H 
Bader,C.R. and Fischer-Lougheed, J . 

Cloning of a human ether-a-go-go potassium channel expressed in 
myoblasts at the onset of fusion 
FEBS Lett. 434 (1-2), 177-182 (1998) 
98408853 

2 (bases 1 to 3102) 
Occhiodoro, T . 
Direct Submission 

Submitted ( 02-OCT-1997 ) Occhiodoro T., Department of Physiology, 
Centre Medical Universitaire , 1 Rue Michel Servet, Geneva 1211, 
SWITZERLAND 

Location/Qualifiers 

1. .3102 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome="l" 
/cell_type= "myoblast" 
/tissue_type="skeletal muscle" 
171. .3059 

/note="unnamed protein product" 
/codon_start=l 
/protein_id="CAA0470 0 . 1 " 
/db_xref-"GI : 367 6225"" 
/db_xr e f = " S PTREMBL : 07 6 0 3 5 " 

/trans la tion="MTMAGGRRGLVAPQNTFLENIVRRSNDTNFVLGNAQIVDWPIVY 
SNDGFCKLSGYHRAEVMQKSSTCSFMYGELTDKDTIEKVRQTFENYEMNSFEILMYKK 
NRTPVWFFVKIAPIRNEQDKVVLFLCTFSDITAFKQPIEDDSCKGWGKFARLTRALTS 
SRGVLQQLAPSVQKGENVHKHSRLAEVLQLGSDILPQYKQEAPKTPPHIILHYCVFKT 
TWDWIILILTFYTAILVPYNVSFKTRQNNVAWLVVDSIVDVIFLVDIVLNFHTTFVGP 
AGEVISDPKLIRMNYLKTWFVIDLLSCLPYDVINAFENVDEGISSLFSSLKVVRLLRL 
GRVARKLDHYIEYGAAVLVLLVCVFGLAAHWMACIWYSIGDYEIFDEDTKTIRNNSWL 
YQLAMDIGTPYQFNGSGSGKWEGGPSKNSVYISSLYFTMTSLTSVGFGNIAPSTDIEK 
I FAVAIMMIGSLLYATI FGNVTTI FQQMYANTNRYHEMLNSVRDFLKLYQVPKGLSER 
VMDYIVSTWSMSRGIDTEKVLQICPKDMRADICVHLNRKVFKEHPAFRLASDGCLRAL 
AMEFQTVHCAPGDLI YHAGESVDSLCFVVSGSLEVIQDDEVVAILGKGDVFGDVFWKE 
. ATLAQSCANVRALTYCDLHVIKRDALQKVLEFYTAFSHSFSRNLILTYNLRKRIVFRK 
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I S DVKREEEERMKRKNEAPLI LPPDHPVRRLFQRFRQQKEARLAAERGGRDLDDLDVE 
KGNVLTEHASANHSLVKASVVTVRESPATPVSFQAASTSGVPDHAKLQAPGSECLGPK 
GGGGDCAKRKSWARFKDACGKSEDWNKVSKAESMETLPERTKASGEATLKKTDSCDSG 
ITKSDLRLDNVGEARSPQDRSPILAEVKHSFYPIPEQTLQATVLEVRHELKEDIKALN 
AKMTNIEKQLSEILRILTSRRSSQSPQELFEISRPQSPESERDIFGAS " 

BASE COUNT 763 a 778 c 875 g 686 t 

ORIGIN 

1 gaagagggcg cgagggtagc agccagaggg agccgccagc cctgcctgcg gatccccgcc 

61 gggcgcatgg ggcgcttcga gccgggactg cgtgcgggcc ccgaggccag tttcctgctg 

121 tcgtaagaag ccgcgccagg acgcccgccg gaccccgagc tgctgggagg atgaccatgg 

181 ctgggggcag gaggggacta gtggcccctc aaaacacgtt tctggagaat attgttcggc 

241 ggtccaatga tactaatttt gtgttgggga atgctcagat agtggactgg cctattgtgt 

301 acagcaatga tggattttgc aagctgtctg gctatcacag ggcagaagtg atgcaaaaaa 

361 gcagcacctg cagttttatg tatggggagc tgactgataa agacacgatt gaaaaagtgc 

421 ggcaaacatt tgagaactat gagatgaatt cctttgaaat tctgatgtac aagaagaaca 

481 ggacacctgt gtggttcttt gtgaaaattg ctccaattcg aaacgaacag gataaagtgg 

541 ttttatttct ttgcactttc agtgacataa cagctttcaa acagccaatt gaggatgatt 

601 catgtaaagg ctgggggaag tttgctcggc tgacaagagc actgacaagc agcaggggtg 

661 tcctgcagca gctggctcca agcgtgcaaa aaggcgagaa tgtccacaag cactcccgcc 

721 tggcagaggt cctacagctg ggctcagaca tccttcccca gtacaagcaa gaggcaccaa 

781 agactccccc tcacatcatc ttacattatt gtgtttttaa gaccacgtgg gattggatca 

841 tcttgatctt gaccttctat acagccatct tggtccctta taatgtctcc ttcaaaacca 

901 ggcagaataa tgtggcctgg ctggttgttg atagcatcgt ggatgttatc tttttggtgg 

961 acattgtgct caattttcat accacctttg ttggaccagc aggggaggtg atttctgacc 

1021 ccaaacttat ccgcatgaac tacctgaaga cgtggtttgt gattgacctt ctgtcctgtt 

1081 tgccatatga tgtcatcaac gcttttgaga acgtggatga gggcatcagc agcctgttca 

1141 gctctctaaa agttgtccgg ctgctccgtc ttgggcgagt ggcccgtaag ctggaccact 

1201 acattgaata tggagctgct gtgctggtcc tgctggtgtg tgtgtttggg ctggctgcac ' 

1261 actggatggc ctgcatctgg tacagcattg gggactatga gatctttgac gaggacacca 

1321 agacaatccg caacaacagc tggctgtacc aactagcgat ggacattggc accccttacc 

1381 agtttaatgg gtctggctca gggaagtggg aaggtggtcc cagcaagaat tctgtctaca 

1441 tctcctcgtt gtatttcaca atgaccagcc tcaccagtgt gggctttggg aacatcgccc 

1501 catccacaga cattgagaag atctttgcag tggccatcat gatgattggc tcacttctct 

1561 atgccaccat cttcgggaat gtgacgacta ttttccaaca gatgtatgcc aacaccaaca 

1621 gataccatga gatgctcaac agtgttcggg acttcctgaa gctctaccag gtgccaaaag 

1681 gattgagtga gcgagtaatg gattatattg tgtccacttg gtccatgtcc agaggcattg 

1741 acacagagaa ggtcctgcag atctgcccca aggacatgag agccgacatc tgcgtgcacc 

1801 tgaaccgcaa ggtgttcaag gagcacccgg ccttccggct ggccagtgat ggctgcctcc 

1861 gggcactggc catggagttc cagacggtgc actgtgcccc aggggacctc atctaccatg 

1921 caggagagag cgttgacagc ctctgctttg tggtttctgg ctccctggag gtgatccaag 

1981 atgatgaggt ggtggccatt ctaggaaaag gagacgtgtt tggagatgtg ttctggaagg 

2041 aagccaccct tgcccagtcc tgtgccaatg ttagggcctt gacctactgt gatctgcatg 

2101 tgatcaagcg ggatgccctg cagaaagtgc tggaattcta cacggccttc tcccattcct 

2161 tctcccggaa cctgattctg acgtacaact tgaggaagag gattgtgttc cggaagatca 

2221 gcgacgtgaa acgtgaagag gaagaacgca tgaaacgaaa gaatgaggcc cccctgatct 

2281 tgcccccgga ccaccctgtc cggcgcctct tccagagatt ccgacagcag aaagaggcca 

2341 ggctggcagc tgagagaggg ggccgggacc tggatgacct agatgtggag aagggcaatg 

2401 tccttacaga gcatgcctcc gccaaccaca gcctcgtgaa ggccagcgtg gtcaccgtgc 

24 61 gtgagagtcc tgccacgccc gtatccttcc aggcagcctc cacctccggg gtgccagacc 

2521 acgcaaagct acaggcgcca gggtccgagt gcctgggccc caaggggggc gggggcgatt 

2581 gtgccaagcg caaaagctgg gcccgcttca aagatgcttg cgggaagagt gaggactgga 

2641 acaaggtgtc caaggctgag tcgatggaga cacttcccga gaggacaaaa gcatcaggcg 

2701 aggccacact gaagaagaca gactcgtgtg acagtggcat caccaagagc gacttgcgcc 

2761 tggacaacgt gggtgaggcc aggagtcccc aggatcggag tcccatcctg gcagaggtca 

2821 agcattcgtt ctaccccatc cctgagcaga cgctgcaggc cacagtcctg gaggtgaggc 

2881 acgagctgaa ggaggacatc aaggccttaa acgccaaaat gaccaatatt gagaaacagc 

2941 tctctgagat actcaggata ttaacttcca gaagatcctc tcagtctcct caggagttgt 

3001 ttgaaatatc gaggccacag tccccagaat cagagagaga catttttgga gccagctgag 

3061 aggtctattt aaaaaaaaag tcagagacag atacctacaa cc 

// 
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Details 



□ 1: AH007779. Homo sapiens smal...[gi:5006458] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



exon 



Chordata; Craniata; Vertebrata; Euteleostomi ; 
Primates; Catarrhini; Hominidae; Homo. 



HSKCNN01 434 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 1. 
AF131938 

AF131938.1 GI:5006447 

1 of 11 
Homo sapiens. 
Homo sapiens 
Eukaryota; Metazoa; 
Mammalia; Eutheria; 

1 (bases 1 to 434) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman, J . P . 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 

2 (bases 1 to 434) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman, J. P. 
Direct Submission 

Submitted ( 01-MAR-l 999 ) Mol . Med. 
University, 3181 S.W. Sam Jackson 
USA 

Location /Qualifiers 
1. .434 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ ch r omo s ome= "19" 

/map="between WI-9679 and WI-3165" 
<1. .109 
/gene-"KCNNl" 
/ number =1 

128 c 138 g 80 t 



Genetics, Oregon Health Sciences 
Pk. Rd., Portland, OR 97201-3098, 



88 a 



BASE COUNT 
ORIGIN 

1 cggtggtctg agctggagcc acgctttctg ttggaggggg cagctgaagg agaacagcaa 

61 gacatatccg gcggccctac ggactcggag agctggaggg accccggagg tgggcacttg 

121 tccgttcgct gaagggaaac tgaggctcag aaaggggctt ggcagggccg aggtcacgga 

181 aagggcttgc ccctggactt ctccctccca tcccctaccg agccagaccc cgcgagccac 

241 attgttctaa ggtggcagag tgaccttcac aactctgcca cccaagcccg ggccagtcag 

301 gctcaagagg ttcctaatcg cgcaggttgg ggggagggtg tcaccagccc aacaatgaaa 

361 tagagaagtt ttctgtggtt tggttctggc cacccaggct cccccttcct agctgggacc 

421 ttccagcccg gtca 



// 

LOCUS 

DEFINITION 
ACCESSION 



HSKCNN02 1058 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 2. 
AF131939 
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VERSION 
KEYWORDS 
SEGMENT 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



exon 



AF131939.1 GI:5006448 

2 of 11 

Homo sapiens. 

Homo sa piens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 {bases 1 to 1058) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 

2 (bases 1 to 1058) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Direct Submission 

Submitted ( 01-MAR-l 999 ) Mol . Med. Genetics, Oregon Health Sciences 
University, 3181 S.W. Sam Jackson Pk. Rd. , Portland, OR 97201-3098, 
USA 

Location/Qualifiers 
1. . 1058 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome="19" 

/map="between WI-9679 and WI-3165" 
568. .688 
/gene="KCNNl" 
/ number=2 

262 c 311 q 



287 



198 t 



BASE COUNT 
ORIGIN 

1 agcattggga aaagacagat aaagcattca gtgtctagct tctggagccc agtgaaagga 

61 ggagtggcct tagggagggg acatggaaga ggtggggcta gcccagggcc ccattggagt 

121 gataaagcca ctgttcttaa gcttcctgaa agcttaggag atgacccagc tcagcaacac 

181 caagccagag cgcagatctg ctgtaaagac cattgtacgt aataggctga agcaggtgaa 

241 tcacctctgg ccaggagttc aagtccagcc tggccaacac agcaaaaccc catctctact 

301 aaaaatacaa aaagtagccg ggcatggtgg caggcacctg taatcccaga tgcttgggag 

361 gctgaggcag gagaattgtt tgaaccctgg aggcggcagt tgcagtgagc tgagatcaca 

421 tcactacact ccagcctggg tgacagagca agactctgtc tcaaaaaaat aaaaaataag 

481 aaagaccact gtagtccggg agctgtctgc accctactct tttgggtccc cgcctccacc 

541 ccgcaccccc tgtcctgatc attacagatc tcaaagggac aggaaaggca gcagcagcca 

601 ccctctctcc cagtcaagtg gtcaccagca ggactgaagg ggacagcccc tttgcagtgg 

661 ctcggcgagg agacccctgc accctagggt gagtgaatcc cagacttggg tcgcctttgg 

721 gggtgggggt ggctcagggg ttggatagaa aaattggtaa ctgggcaggc taggtggctc 

781 acgcctgtaa tcccagcact ttgggaggct gaggcaggtg gatcacttga ggtcaggagt 

841 ttgaggccag tttggccgac atggcgaaac cccgtgtcta ctaaaaatac aaaaattgcc 

901 cggggatggt ggtgggcacc tgcaatccta gctacttggg aggctgaggc aggaggacca 

961 cttgaatccg ggaggcagag gttgcagtga gccaagatcg cgccactgca ctccagcctg 

1021 ggcgacagag caaagctctg tttcaaaaaa aaaaaaaa 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



HSKCNN03 1481 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 3. 
AF131940 

AF131940.1 GI:5006449 

3 of 11 

Homo sapiens. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
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JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



5'UTR 



exon 



REFERENCE 1 {bases 1 to 1481) 

AUTHORS Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman, J . P . 
TITLE Gene structure and chromosomal mapping of the human 

small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 
2 (bases 1 to 1481) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman, J. P. 
Direct Submission 

Submitted ( 01-MAR-l 999 ) Mol . Med. Genetics, Oregon Health Sciences 
University, 3181 S.W. Sam Jackson Pk. Rd. , Portland, OR 97201-3098, 
USA 

Location/Qualifiers 
1. . 1481 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome= "19" 

/map="between WI-9679 and WI-3165" 

join(AF131938. 1:<1. . 109, AF131939 . 1 : 568 . . 688 , 4 31 . . 4 58 ) 
/gene-"KCNNl" 

431. .914 

/gene="KCNNl n 
/number=3 

BASE COUNT 284 a 437 c 477 g 283 t 

ORIGIN 

1 aaccgttcgt acgagaatcg ctgtcctctc cttcctggga ctacaggcat gcaccactac 
61 gcctggctaa tttttgtatt tttagtagag actggttttc gccatgttgg ccaggccagt 
121 ttcgaactcc tgaactcaag cggtccttct gccttggcct cctaagtagc tgcaattacc 
181 agagctgcac caccatgccc ggctctctgg ggttgatttt ttcagtgaga tggcactggg 
241 gagccatggc agggctttga gcaggggagg gattcaggct gactcagatg tttctgggat 
301 ggtaaaccca cgtgtcagca ctctgggcca ctcccaaact tagaacgttc tgggttggcc 
361 gggatggtcc ttgcctttct ggtcagtaag ctggaccctg ctgtgaccat gtccctctgt 
421 gcccttgcag gtcagtgcag gagcccagcc gctgagccat gccgggtccc cgggcggcct 
481 gcagcgagcc caacccctgc acccaggtag tcatgaacag ccacagctac aatggcagcg 
541 tggggcggcc gctgggcagc gggccgggcg ccctgggacg agaccctccg gaccctgagg 
601 ccggccaccc cccacaaccc ccgcacagcc cgggcctcca ggtggtagtg gccaagagtg 
661 agccagcccg gccctcaccc ggcagccccc gggggcagcc ccaggaccag gacgatgacg 
721 aggatgatga ggaagatgag gccggcaggc agagagcctc ggggaaaccc tcaaatgtgg 
781 gccaccgcct gggccaccgg cgggcgctct tcgagaagcg gaagcgcctc agcgactatg 
841 ccctcatttt cggcatgttt ggcatcgtcg tcatggtgac ggagaccgag ctgtcctggg 
901 gggtgtacac caaggtaggc gtggtcctcc ccagcactcc agggaggttc caccaagccc 
961 gcctagcttt cttgacatgg ggttgggggt ggcagggccc cccgggagat agggagtgtt 
1021 agggggctcc cggaggtgag ggctccctgg ccttctgcat acccacctcc aggaaggtag 
1081 cagggaggct acacatggag aaggaaggtt ccagcccatt ccctggccag gtgtcaaggg 
1141 gctgcaccct ggcttaaggc ggaggggggc ttccccccag gacaggggtt ccccagagtg 
1201 ggcctgctct ggggagcaac agaagatctt ctccccttcc gagagtgagt gcgtccaggt 
1261 tacaagcctg gctgtgggtt ccctcatgcc acctagaatg tgtgaggatg gagagagata 
1321 agggctgtgt cagcctgtaa actctgaagt gccgaggctg gatgaggtcc ggccttgtga 
1381 actgtgaagt gctgtgccca agtgaggcca ggcctcataa actgtgaagc actggacaca 
1441 tcttgctgtc agcccagtcc ccaggaataa ggacaggaga c 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



HSKCNN04 469 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 4. 
AF131941 

AF131941. 1 GI:5006450 

4 of 11 

Homo sapiens. 

Homo sapiens 
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REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



exon 



Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 469) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman, J. P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 

2 (bases 1 to 469) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman, J . P . 
Direct Submission 

Submitted ( 01-MAR-l 999 ) Mol. Med. Genetics, Oregon Health Sciences 
University, 3181 S.W. Sam Jackson Pk. Rd., Portland, OR 97201-3098, 
USA 

Location/Qualifiers 
1. .469 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome^" 19" 

/map="between WI-9679 and WI-3165" 
106. .201 



116 



/gene="KCNNl" 
/number=4 

i ■ 140 c 101 g 



108 t 



4 others 



BASE COUNT 
ORIGIN 

1 cccatttagc tgactcccat gcccgggagc cagggtaagg ggatgggagg gccgccggcc 

61 caccgcctcc agcgtccatc tggctgtgtc ctctctcttt accaggagtc tctgtactca 

121 ttcgcactca aatgcctcat cagcctctcc acggccatcc tgctgggtct cgttgtcctc 

181 taccatgccc gggagatcca ggtcagtgct gaatactgca ggaagcagct cctctcctna 

241 aaccccagat ccccccacac cagcccacct tagaccccat cccctcaaaa cataaaagga 

301 tgtataattg gcttctgata gaaaaaagat ctccataaag acacacagtt tccatcattc 

361 tagatttcct tgaaacacac atctgtgttn taattttcat tgattattta caaanaagaa 

421 caggtagnga gaaagtgagg ggctgagctg ggactctggg acacacggg 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



Craniata; Vertebrata; Euteleostomi; 
Catarrhini; Hominidae; Homo. 



HSKCNN05 708 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 5. 
AF131942 

AF131942.1 GI:5006451 

5 of 11 

Homo sapiens. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 

1 (bases 1 to 708) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman, J. P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 

2 (bases 1 to 708) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman, J. P. 
Direct Submission 

Submitted ( 01-MAR-l 999 ) Mol. Med. Genetics, Oregon Health Sciences 
University, 3181 S.W. Sam Jackson Pk. Rd., Portland, OR 97201-3098, 
USA 

Location/Qualifiers 
1..708 

/organism="Homo sapiens" 
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exon 



/db_xref="taxon: 9606" 
/ c h r omo s ome = f r 1 9 " 
/map="between WI-9679 
155. . 573 
/gene="KCNNl" 
/number=5 
a 245 c 203 g 



and WI-3165" 



128 t 



BASE COUNT 132 
ORIGIN 

1 aaaaaaaaaa aaaagaaaga aagaaagaaa gaaaaatccg agcctgtggg gtttcaggcc 

61 aggctgacgt cactctctgg gggcgcggtg gggctgggca gggagcgcgg cgcgtgtctg 

121 acacccatgg ctggttccct cccgccctcc acagctgttc atggtggaca acggggctga 

181 tgactggcgc atcgccatga cctgcgagcg cgtgttcctc atctcgctag agctggcagt 

241 gtgcgccatt cacccggtgc ccggccacta ccgcttcacg tggacggcgc ggctggcctt 

301 cacgtacgcg ccctcggtgg ccgaggccga cgtggacgtg ctgctgtcca tccccatgtt 

361 cctgcgcctc tacctgctgg gccgggtgat gctactgcac agcaaaatct tcacggacgc 

421 ctcgagccgc agcatcgggg ccctcaacaa gatcaccttc aacacgcgct tcgtcatgaa 

481 gacactcatg accatctgcc ccggcaccgt gctgctggtc ttcagcatct cctcctggat 

541 catcgcagcc tggaccgtgc gcgtctgcga gaggtgcgac cgccgtccct ggagcccccc 

601 cagcccccag cccccgtctc cctggacctc catgcccatt catgatttca ccgaccctgg 

661 gcccctcccg accctgggaa ggagaggaca gcgattctcg tacgaacg 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



HSKCNN06 542 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 6. 
AF131943 

AF131943.1 GI:5006452 

6 of 11 

Homo sapiens. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 542) 

Litt,M., LaMort icella, D.M. , Bond,C.T. and Adelman,J.P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
{KCNN1 ) 

Cytogenet. Cell Genet. (1999) In press 

2 (bases 1 to 542) 

Litt,M., LaMort icella, D.M. , Bond,C.T. and Adelman, J. P. 
Direct Submission 

Submitted (01-MAR-1999) Mol . Med. 
University, 3181 S.W. Sam Jackson 
USA 

Location /Qualifiers 
1. .542 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome="19" 

/map="between WI-9679 and WI-3165" 
305. .446 
/gene="KCNNl" 
/number=6 

153 c 176 g 108 t 1 others 



Genetics, Oregon Health Sciences 
Pk. Rd., Portland, OR 97201-3098, 



104 a 



BASE COUNT 
ORIGIN 

1 tgtggtcacc catccccctg tctgtgtgtg tctgtcgttg ggagggggat tgtatgttca 

61 tacaacctca cctgggcccc tctctgcccc atccagggaa gcagcttggg ggggcaggca 

121 aagggaatgt ggaagggctg tagcggggga gagggtgcgc ctgtcctgta cccacaggac 

181 atagccccaa cgcagcgagg tggactcagg gccctccagc cctggcgctg ccccaggggg 

241 tgtgatggag gcaaagggga tggtatagac tgagccctcc ctcttcccac tctggctccc 
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301 ccaggtacca cgacaagcag gaagtgacca gcaacttcct gggggccatg tggctgattt 

361 ccatcacctt cctctccatt ggctacggcg acatggtgcc ccacacctac tgcgggaagg 

421 gtgtgtgcct gctcactggc atcatggtaa gggtgagggt ccatgtgtat gatcctggga 

481 ggtccagcca ggaaggagag gacagcgatt ctcgtacgaa cggttacnat tcgagcaagg 

541 cc 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



HSKCNN07 388 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 



1 (KCNN1) 
AF131944 
AF131944 . 



gene, exon 7. 
L GI:5006453 



Chordata; Craniata; Vertebrata; Euteleostomi; 
Primates; Catarrhini; Hominidae; Homo. 



7 of 11 
Homo sapiens . 
Homo sapi e n s 
Eukaryota; Metazoa; 
Mammalia; Eutheria; 

1 (bases 1 to 388) 

Litt,M., LaMort icella, D.M. , Bond,C.T. and Adelman,J.P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 

2 (bases 1 to 388) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Direct Submission 

Submitted ( 01-MAR-1999 ) Mol . Med. Genetics, Oregon Health Sciences 
University, 3181 S.W. Sam Jackson Pk. Rd. , Portland, OR 97201-3098, 
USA 

Location/Qualifiers 
1. .388 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome=" 19" 

/map="between WI-9679 and WI-3165" 

223. .333 

/gene="KCNNl" 

/number=7 

101 c 115 g 82 



86 a 



4 others 



BASE COUNT 
ORIGIN 

1 tcgaatcgta accgttcgta cgagaatcgc tgtcctctcc ttctccctct gacatttgat 

61 gaataggaaa cgagtagacc tgaagtcagt gagctcagca gatggaatcc actcacactg 

121 ctggctcaga gaatggggag ctgcaatctg ggcaggcttc ctggaggagg gagtgacctc 

181 aagacaggac gctgatgtgc cccccttctg ccctgcacac agggagctgg ctgtaccgcg 

241 ctcgtggtgg ctgtggtggc tcggaagctg gagctcacca aggctgagaa gcacgtgcac 

301 aacttcatga tggacactca gctcaccaag cgggtgnggt cggnaggnnt agtcagcgtt 

361 ctcgtacgta cggttacgtt tcgacaaa 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 



HSKCNN08 612 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 8. 
AF131945 

AF131945.1 GI:5006454 



8 of 11 
Homo sapiens . 
Hom o s a pien s 
Eukaryota; Metazoa; 
Mammalia; Eutheria; 
1 (bases 1 to 612) 



Chordata; Craniata; Vertebrata; Euteleostomi; 
Primates; Catarrhini; Hominidae; Homo. 



http://www.ncbi.nlm.nih.gov/entrez/query. fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 
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AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



exon 



Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 
2 (bases 1 to 612) 

Litt/M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Direct Submission 

Submitted ( 01 -MAR- 1 999 ) Mol. Med. 
University, 3181 S.W. Sam Jackson 
USA 

Location /Qualifiers 
1. .612 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome=" 19" 

/map="between WI-9679 and WI-3165" 
145. .272 



Genetics, Oregon Health Sciences 
Pk. Rd., Portland, OR 97201-3098, 



135 a 



/gene="KCNNl" 
/number =8 

153 c 158 



160 t 



6 others 



BASE COUNT 
ORIGIN 

1 acaagcatgg ccctgcctna tagcccaggg accctgngag gcatttccag aagtttctag 
61 aggtttctgg aagattctag acatttctgg agccttttgg aatttcgcgc caaccctgag 
121 gaattgttct ttttctggcc ccaggtaaaa aacgccgctg ctaacgttct cagggagacg 
181 tggctcatct acaaacatac caggctggtg aagaagccag accaagcccg ggttcggaaa 
241 caccagcgta agttcctcca agccatccat cagtaagtcc agcacctttc cagctcacgt 
301 ttctgtgtcc acatggcgcg gaggcagccc tcgcagctct gtgtggcctc ttcacggctc 
361 cctgccaggg acgggtggtc agttggttgg ggcctgcatc ttctgagctg ggtggatggg 
421 aggatcttca gagggaggca gatgatgggg tctgctaaat catggacacn actcagtaag 
481 tggcaggatg tatattttat tctctggaat aaccaggata attcttaccc tttanacttt 
541 gaancgattt cctctttttg ctttgtctgc caggaggctc atanttaaat ccatggtctg 
601 atccatggga tc 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



HSKCNN09 4 65 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 9. 
AF131946 

AF131946.1 GI:5006455 

9 of 11 

Homo sapiens. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 4 65) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press , 

2 (bases 1 to 465) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Direct Submission 

Submitted ( 01-MAR-l 999 ) Mol. Med. Genetics, Oregon Health Sciences 
University, 3181 S.W. Sam Jackson Pk. Rd., Portland, OR 97201-3098, 
USA 

Location/Qualifiers 
1. .4 65 

/organism="Homo sapiens" 



http://wv^.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=n 10/29/2002 
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/db_xref="taxon: 9606" 
/chromosome=" 19" 

/map="between WI-9679 and WI-3165" 
exon 116. . 124 

/gene="KCNNl" 
/number=9 

BASE COUNT 80 a 127 c 158 g 99 t 1 others 

ORIGIN 

1 cggggcccta gggtggcatc cccggnaggt gggcagggtt gggtacatgc cgaacaactg 
61 tgctgaggtt aaaattgcct tgtgattttt ctcctgctct gcccggtcct gccagggctc 
121 agaagtaagt gttctcccag gggcttggtg gggctgggaa atcgggggtg catggtggtc 
181 acagacaggg ggtacacccg gggcatgcca accccagcct cagaggcggg cagggttcac 
241 atctgcccca tggatccgtg caggcttcac cttggtctgg gatccaactt cctggggcag 
301 tcctgagttg ggccggagac aggaccagcc aatgggtggt gtgggcggtg gccaggctga 
361 cttctggccc tggcgcaccg gctgtgtact gggagggaat agactacagg gaatcggcct 
421 cccaactccc acctcatcct ctgatgcatg tcccataggt tcatt 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



HSKCNN10 795 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 
1 (KCNN1) gene, exon 10. 
AF131947 

AF131947.1 GI:5006456 

10 of 11 
Homo sapiens. 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 795) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 

2 (bases 1 to 795) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Direct Submission 

Submitted ( 01-MAR-1999) Mol. Med. Genetics, Oregon Health Sciences 

Sam Jackson Pk. Rd., Portland, OR 97201-3098, 



University, 3181 S.W. 
USA 

FEATURES Location/Qualifiers 
source 1 . .7 95 

/organism= n Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome="19" 

/map="between WI-9679 and WI-3165" 
e xon 5 60.. 62 9 

/gene="KCNNl" 
/number=10 

BASE COUNT 148 a 227 c 277 g 141 t 2 others 

ORIGIN 

1 ctggaacccc gcgcggggcc ctagggtggc atccccggaa ggtggcaggg ttgggtacat 
61 gccgaacaac tgtgctgagg ttaaaattgc cttgtatttt tctcctgtct gccggtcctg 
121 ccagggctca gaagtaagtg ttctcccagg ggcttggtgg ggctggaaat cgggggtgca 
181 tggtggtcac agacaggggg tacacccggg gcatgccaac cccagcctca gaggcgggca 
241 gggttcacat ctgccccatg gatccgtgca ggcttcacct tggtctggga tccaacttcc 
301 tggggcagtc ctgagttggg ccggagacag gaccagccaa tgggtggtgt gggcggtggc 
361 caggctgact tctggccctg gcgcaccggc tgtgtactgg gagggaatag actacaggga 
421 atcggcctcc caactcccac ctcatcctct gatgcatgtc ccataggtga ccccgggtgg 
481 gtgcatgaaa gtccctgccc ccactgcagc ctccacggga acctgcctaa ccccctcccc 



http://www.ncbi.nlm.nih.gov/entrez/query. fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 
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541 caaccccgtg tccccacagg ctccggagtg tgaagatcga gcaagggaag ctgaacgacc 

601 aggctaacac gcttaccgac ctagccaagg tgagtgggtt ggggcagggt gggccaaaca 

661 gttggggcag ggtgggccaa acagggcagg tggggccccg gagcanatgg gatggggctc 

721 anctcctgcc ggaggagggc acaaggaccc gctgtgggct gagtgcagtg gcgggcggat 

781 cgcttgagct cagga 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



ge ne 



mRNA 



HSKCNN11 1109 bp DNA linear PRI 08-JUN-1999 

Homo sapiens small-conductance calcium-activated potassium channel 

I (KCNN1) gene, exon 11 and complete cds . 
AF131948 

AF131948.1 GI:5006457 

II of 11 
Homo sapiens. 
Homo sa p iens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 1109) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Gene structure and chromosomal mapping of the human 
small-conductance calcium-activated potassium channel gene hSKl 
(KCNN1) 

Cytogenet. Cell Genet. (1999) In press 

2 (bases 1 to 1109) 

Litt,M., LaMorticella, D.M. , Bond,C.T. and Adelman,J.P. 
Direct Submission 

Submitted ( 01-MAR-1999 ) Mol . Med. Genetics, Oregon Health Sciences 
University, 3181 S.W. Sam Jackson Pk. Rd., Portland, OR 97201-3098, 
USA 

Location/Qualifiers 
1..1109 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chromosome=" 19" 

/map="between WI-9679 and WI-3165" 
/clone="BAC 126B3" 

order (AF131938 . 1:<1 . . 4 34 , AF131939 . 1 : 1 . . 1058, 
AF131 94 0.1:1. . 14 81, AF131941 . 1 : 1 . . 4 69, AF131 94 2 . 1 : 1 . .708, 
542,AF131944 .1:1. . 388 , AF131945 . 1 : 1 . .612, 
4 65,AF13194 7.1:1. . 7 95 , 1 . . >1 109 ) 



CDS 



:<1. . 109,AF131939. 1 
,914, AF131941. 1:106 
,573, AF131943. 1:305 
333, AF131945. 1:145 
124, AF131947. 1:560 



568. .688, 
.201, 
.446, 
.272, 

. 629, 273. .>1109) 



AF131943.1:1. . 
AF131946.1: 1. . 
/gene="KCNNl" 
join(AF131938 . 1 
AF131940. 1:431. 
AF131942. 1:155. 
AF131944. 1:223. 
AF131946.1: 116. 
/gene="KCNNl M 

/product="small-conductance calcium-activated potassium 
channel 1" 

join (AF13194 0. 1:459. . 914 , AF131 94 1 .1 : 106 . .201, 

AF131 942. 1:155. . 573 , AF131 94 3 . 1 : 305 . .44 6, 

AF13194 4.1:223. . 333 , AF13194 5 . 1 : 14 5 . .272, 

AF13194 6.1:116. . 124 , AF13194 7 . 1 : 560 . .62 9,273. .527) 

/gene="KCNNl" 

/note="hSKl" 

/codon_start=l 

/product =" small -conductance calcium-activated potassium 
channel 1" 

/protein_id=" AAD37507 .1 " 
/db xref="GI: 5006459" 



http://www.ncbi.nlm.nih.gov/entrez/query .fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 
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exon 



3'UTR 



BASE COUNT 
ORIGIN 

1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 



// 



199 

ggggggggtt 
cccctcatcc 
atcctcccag 
gggctgtccc 
gcctctctcc 
cggagctgca 
tggatgcgct 
cacccccgcc 
qctccccctq 
caccagaccc 
ggcgcctctt 
ccgccagact 
agcttcctct 
cccggggagg 
tgcatggctg 
gatgaatgtg 
tagaagccct 
accagcccca 
tcgctcccct 



/ trans la tion="MPGPRAACSEPNPCTQVVMNSHSYNGSVGRPLGSGPGALGRDPP 
DPEAGHPPQPPHSPGLQVVVAKSEPARPSPGSPRGQPQDQDDDEDDEEDEAGRQRASG 
KPSNVGHRLGHRRALFEKRKRLSDYALIFGMFGIVVMVTETELSWGVYTKESLYSFAL 
KCLISLSTAILLGLVVLYHAREIQLFMVDNGADDWRIAMTCERVFLISLELAVCAIHP 
VPGHYRFTWTARLAFTYAPSVAEADVDVLLSIPMFLRLYLLGRVMLLHSKIFTDASSR 
SIGALNKITFNTRFVMKTLMTICPGTVLLVFSISSWIIAAWTVRVCERYHDKQEVTSN 
FLGAMWLISITFLSIGYGDMVPHTYCGKGVCLLTGIMGAGCTALVVAVVARKLELTKA 
EKHVHNFMMDTQLTKRVKNAAANVLRETWLIYKHTRLVKKPDQARVRKHQRKFLQAIH 
QAQKLRSVKIEQGKLNDQANTLTDLAKTQTVMYDLVSELHAQHEELEARLATLESRLD 
ALGASLQALPGLIAQAIRPPPPPLPPRPGPGPQDQAARSSPCRWTPVAPSDCG" 
273. .>1109 
/gene="KCNNl" 
/number=ll 
528. .>1109 
/gene="KCNNl" 
a 394 c 316 g 200 t 



tttgttttaa 
actctccaat 
ccacccctca 
tctctgtcat 
tgcccctctc 
cgctcagcac 
gggtgcctct 
tcccctgcct 
ccggtggacg 
ctaaatcttg 
ggagttcaag 
gcccaggcag 
ggtcacctgg 
ggtccgtgct 
gaaggcactg 
ggaatcagaa 
ctctccctct 
cctggcgctg 
tcaaccaacc 



aggaaaaaaa 
ccttccctgg 
cacgggcccc 
tggtgtcgtg 
tgtctcccgc 
gaggagctgg 
ctacaggccc 
cccaggcccg 
cccgtggccc 
gccatcgtgt 
aagccgacgc 
agggcagggc 
tcccccgact 
ggttctgaat 
gtgatgtccc 
aaacctgttc 
ggctggagct 
agatccctca 
gcgttgatg 



aaaaaagaga 
gcccagcaag 
attagtggct 
gtatcgtcct 
agacccagac 
aggcccgcct 
tgcctggcct 
gccccggccc 
cctcggactg 
ggccgccacc 
tgagtcaggc 
tggaccatgg 
ctccccaggc 
aaagcaggac 
aggaggtaga 
ccatcaccgg 
cagtagggac 
gacagcatgg 



gaaagaaaag 
ggacctctgg 
ggcacccacc 
ttcctctctc 
cgtcatgtac 
ggccaccctg 
catcgcccaa 
ccaagaccag 
cgggtgacgg 
tccgggaagc 
tgagtggact 
gtgagggcag 
ccccggtggg 
ccgcctagtg 
cctccagccc 
cctagcctag 
aactctctag 
cccagccctg 



accagtctct 
ggctgggggt 
tggagcgtgt 
actcagcggc 
gaccttgtat 
gaaagccgct 
gccatacgcc 
gcagcccgga 
ccctgcccgc 
cttgtacagt 
gaggcctgcc 
gggagcccgg 
catggagcag 
gctgcctgtg 
tgggtaccaa 
aatcctagcc 
ggacacctgt 
gccagaagca 
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&ATCGS ATCCCCGG^C« g^ATTATATAQC' TCGAT1C&ATC 



PubMed 

Search [Nucleotide 0 for 

Limits 

?j§^yj| default F| jgfe 



Z TTC G C ATACGTi 
KerrACTAACCAATf 

Structure PopSet 



GC.4XC-ACT t Cv%TCT/ 




OMIM 



Boo 



Preview/Index 



History 



Clipboard 



Details 



Text, 



43et Subsequence 



□ 1: U961 10. Homo sapiens cycl...[gi:21 38344] Links 

LOCUS HSU96110 ' 1580 bp DNA linear PRI 31-MAY-1997 

DEFINITION Homo sapiens cyclic GMP gated potassium channel (Kcnl) gene, 

complete cds . 
ACCESSION U96110 
VERSION U96110.1 GI:2138344 

KEYWORDS 

SOURCE Homo sapiens. 

ORGAN I SM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 1580) 

AUTHORS Orias,M., Bray-Ward, P . , Curran,M.E., Keating, M . T . and Desir,G.V. 
TITLE Genomic localization of the human gene for KCNA10, a cGMP-activated 

K channel 

JOURNAL Genomics 42 (1), 33-37 (1997) 
MEDLINE 97321042 
PUBMED 9 177773 
REFERENCE 2 (bases 1 to 1580) 

AUTHORS Desir,G.V., Orias,M., Keating, M.T. and Curran,M.E. 
TITLE Direct Submission 

JOURNAL Submitted ( 02-APR-1997 ) Internal Medicine, Yale University, 333 
Cedar St, New Haven, CT 06510, USA 
FEATURES Location/Qualifiers 
source 1 . . 1580 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome^" 1 " 
/map="lpl3. l-p22 . 1" 
gene 10. .1545 

/gene="Kcnl " 
CDS 10. .1545 

/gene="Kcnl" 
/codon_start=l 

/product="cyclic GMP gated potassium channel" 
/protein_id=" AAC51333. 1 " 
/db_xref="GI: 2138345" 

/translation="MDVCGWKEMEVALVNFDNSDEIQEEPGYATDFDSTSPKGRPGGS 
SFSNGKILISESTNHETAFSKLPGDYADPPGPEPVVLNEGNQRVIINIAGLRFETQLR 
TLSQFPETLLGDREKRMQFFDSMRNEYFFDRNRPSFDGILYYYQSGGKIRRPANVPID 
IFADEISFYELGSEAMDQFREDEGFIKDPETLLPTNDIHRQFWLLFEYPESSSAARAV 
AVVSVLVVVISITIFCLETLPEFREDRELKVVRDPNLNMSKTVLSQTMFTDPFFMVES 
, TCI VWFTFELVLRFVVCPSKTDFFRNIMNI I DI ISI I PYFATLITELVQETEPSAQQN 
MSLAILRIIRLVRVFRIFKLSRHSKGLQILGQTLKASMRELGLLIFFLFIGVILFSSA 
VYFAEVDEPESHFSSI PDGFWWAVVTMTTVGYGDMCPTTPGGKIVGTLCAIAGVLTIA 
LPVPVIVSNFNYFYHRETENEEKQNIPGEIERILNSVGSRMGSTDSLNKTNGGCSTEK 
SRK" 

BASE COUNT 372 a 430 c 398 g 380 t 



http://www.ncbi.nlm.nih.gov/entrez/query. fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 
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ORIGIN 

1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 

// 



tcccctagaa 
aattcagatg 
aaaggccggc 
aaccatgaga 
ccagtggtcc 
gagacccagc 
aggatgcagt 
tttgatggaa 
cccattgata 
cagttccggg 
atccaccgtc 
gtggccgtgg 
ctgccagagt 
agcaagacag 
tgcatcgtgt 
gacttcttca 
actctcatca 
gccatcctga 
tccaaggggc 
ctcatcttct 
gtggatgagc 
accatgacaa 
ggcactctgt 
tccaacttca 
ggagaaattg 
aataagacca 
ttgggtccat 



tggatgtgtg 
aaatccaaga 
ctgggggcag 
cggccttctc 
taaatgaagg 
tcagaaccct 
tctttgactc 
tcctatatta 
tctttgctga 
aggatgaagg 
agttctggct 
tctcggtgtt 
tccgggagga 
tcctctccca 
ggttcacctt 
ggaacatcat 
cagagctagt 
ggatcatccg 
tgcagatcct 
ttctcttcat 
cagagtccca 
ctgtaggcta 
gtgccattgc 
attacttcta 
aaagaatcct 
atggtggctg 
cctgtctctc 



tggctggaaa 
agagccaggc 
ctccttctcc 
caagcttccg 
aaaccagcgg 
tagtcagttc 
catgagaaat 
ttaccaatct 
tgaaatctcc 
cttcatcaaa 
cctctttgag 
ggttgtggtc 
tagggagctg 
gaccatgttc 
cgagctggtg 
gaacatcatt 
ccaggagaca 
cctggtgagg 
cgggcaaaca 
tggagtcatc 
tttctctagc 
tggggacatg 
aggggtcctc 
ccaccgggag 
caacagtgta 
ttccacagag 



gaaatggagg 
tatgccacag 
aacgggaaga 
ggagactatg 
gtgatcatca 
ccagagactc 
gagtatttct 
ggtgggaaaa 
ttctatgagc 
gaccctgaaa 
taccctgaaa 
atctccatca 
aaggtggtca 
accgaccctt 
ctccggttcg 
gacatcatct 
gagccgagtg 
gtcttccgca 
ctgaaggcat 
ctcttctcca 
attcctgatg 
tgcccgacca 
accattgccc 
actgagaatg 
ggctcaagaa 
aagtctagga 



ttgcgctggt 
acttcgactc 
tcctcatcag 
ctgacccccc 
acattgctgg 
tcctgggaga 
ttgatcggaa 
ttcggcgccc 
tgggtagtga 
cactgctacc 
gttccagcgc 
ccatcttctg 
gagaccccaa 
tcttcatggt 
tggtctgccc 
ccattatccc 
cccaacagaa 
tcttcaagct 
ccatgcggga 
gtgca'gtcta 
gcttctggtg 
ccccaggggg 
tccctgtgcc 
aagaaaagca 
tgggcagcac 
aatgatcagt 



caattttgat 
aaccagccca 
cgaaagcacc 
agggcctgag 
gctgagattt 
ccgggagaaa 
ccggcccagt 
agccaatgtt 
ggccatggac 
caccaatgac 
tgcccgtgct 
cctggagaca 
tctcaacatg 
ggagtctacc 
cagcaagact 
ctactttgca 
catgtccctg 
ctcgcgccac 
gttggggttg 
ctttgctgag 
ggcagtggtc 
gaagattgtg 
tgtcattgtc 
gaacatccca 
agactctctt 
ccagggcttc 
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Details 



1: U73192. Human inward rect...[gi: 1765986] 



Links 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

FEATURES 

source 



g ene 
CDS 



BASE COUNT 
ORIGIN 



HSU73192 2896 bp DNA linear PRI 07-JAN-1997 

Human inward rectifier potassium channel Kirl.2 (Kirl.2) gene, 
complete cds . 
U73192 

U73192.1 GI:1765986 

Homo sapiens. 
lionip_saj3iejis_ 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 2896) 

Shuck, M.E., Piser,T.M., Bock, J. H., Slightom, J . L . , Lee,K.S. and 
Bienkowski, M.J. 

Cloning and characterization of two K+ inward rectifier (Kir) 1.1 

potassium channel homologs from human kidney (Kirl.2 and Kirl.3) 

J. Biol. Chem. 272 (1), 586-593 (1997) 

97150765 

89 95301 """ 

2 (bases 1 to 2896) 

Shuck, M.E., Piser,T.M., Bock, J. H., Slightom, J. L . , Lee,K.S. and 
Bienkowski, M.J. 
Direct Submission 

Submitted ( 27-SEP-1996 ) Molecular Biology, Pharmacia & Upjohn, 301 
Henriette Street, Kalamazoo, MI 49007, USA 

Location /Qualifiers 

1. .2896 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chr omo s ome= " 1 " 
/tissue_type=" kidney" 
439. . 1578 
/gene="Kirl.2" 
439. .1578 
/gene="Kirl.2" 
/codon_start=l 

/product="inward rectifier potassium channel Kirl.2" 
/protein __id=" AAC50923 . 1 " 
/db_xref="GI : 1765987" 

/t ranslation="MTSVAKVYYSQTTQTESRPLMGPGIRRRRVLTKDGRSNVRMEHI 
ADKRFLYLKDLWTTFIDMQWRYKLLLFSATFAGTWFLFGVVWYLVAVAHGDLLELDPP 
ANHTPCVVQVHTLTGAFLFSLESQTTIGYGFRYISEECPLAIVLLIAQLVLTTILEIF 
ITGTFLAKIARPKKRAETIRFSQHAVVASHNGKPCLMIRVANMRKSLLIGCQVTGKLL 
QTHQTKEGENIRLNQVNVTFQVDTASDSPFLILPLTFYHVVDETSPLKDLPLRSGEGD 
FELVLILSGTVESTSATCQVRTSYLPEEILWGYEFTPAISLSASGKYIADFSLFDQVV 
KVASPSGLRDSTVRYGDPEKLKLEESLREQAEKEGSALSVRISNV" 
675 a 815 c 658 g 748 t 
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1 ctgatctgat cttatcttct ctcttctttt ctttgagtgt gaattttcct gtttccccca 

61 ggctggagtg cagtggcgcg atgtcggctc actgcaacct ctgtctcccg ggttcaagcg 

121 attctcctgc ctcagcctcc tgagtagctg ggactacagg cgcatgccac catgcccagc 

181 taatttttgt atttttagta gagacagggt tttgccttgt tggccaggct ggtcttgaac 

241 tcctgacctc aggcgatcca cccgcctcgg cccctgcaca gtgcctggca catagcaagt 

301 gctcaataaa tatttggtaa gacaagaaca cataagcgac attcaaatga atgtcaattc 

361 ctccctccca tggggtgagg gttaggagtc agctggattt ctacgataac ctccattatg 

421 ctgtcttgct ccctccagat gacgtcagtt gccaaggtgt attacagtca gaccactcag 

481 acagaaagcc ggcccctaat gggcccaggg atacgacggc ggagagtcct gacaaaagat 

541 ggtcgcagca acgtgagaat ggagcacatt gccgacaagc gcttcctcta cctcaaggac 

601 ctgtggacaa ccttcattga catgcagtgg cgctacaagc ttctgctctt ctctgcgacc 

661 tttgcaggca catggttcct ctttggcgtg gtgtggtatc tggtagctgt ggcacatggg 

721 gacctgctgg' agctggaccc cccggccaac cacaccccct gtgtggtaca ggtgcacaca 

781 ctcactggag ccttcctctt ctcccttgaa tcccaaacca ccattggcta tggcttccgc 

841 tacatcagtg aggaatgtcc actggccatt gtgcttctta ttgcccagct ggtgctcacc 

901 accatcctgg aaatcttcat cacaggtacc ttcctggcga agattgcccg gcccaagaag 

961 cgggctgaga ccattcgttt cagccagcat gcagttgtgg cctcccacaa tggcaagccc 

1021 tgcctcatga tccgagttgc caatatgcgc aaaagcctcc tcattggctg ccaggtgaca 

1081 ggaaaactgc ttcagaccca ccaaaccaag gaaggggaga acatccggct caaccaggtc 

1141 aatgtgactt tccaagtaga cacagcctct gacagcccct tccttattct- accccttacc 

1201 ttctatcatg tggtagatga gaccagtccc ttgaaagatc tccctcttcg cagtggtgag 

1261 ggtgactttg agctggtgct gatcctaagt gggacagtgg agtccaccag tgccacctgt 

1321 caggtgcgca cttcctacct gccagaggag atcctttggg gctacgagtt cacacctgcc 

1381 atctcactgt cagccagtgg taaatacata gctgacttta gcctttttga ccaagttgtg 

14 41 aaagtggcct ctcctagtgg cctccgtgac agcactgtac gctacggaga ccctgaaaag 

1501 ctcaagttgg aggagtcatt aagggagcaa gctgagaagg agggcagtgc ccttagtgtg 

1561 cgcatcagca atgtctgatg acctgttccc actcccccat tcctctggtc tcttttcctc 

1621 tcttccaatg ccctggtaag gaatactacc cgggtttact ggagatcccc cgaagcaccc 

1681 atcctccact ccctcttctt taacccagtg gcctgttggt agcttaggcc aactggagtc 

1741 caggttcgcc tcccactgtc ccctttccac ttccccagct tctgccccaa tacacatacc 

1801 tcccttaagc caggatgggg gaaagagtgg gattaggctg aagtggctta gaaggcctca 

1861 gccatgcttg gatactcaca ttaggaggac catgtggttg gaaggataga ctgcccccta 

1921 cctcccacca ccaccatgaa gtttggtgac ttgaggctgg agctccctct gttacctttc 

1981 catctagcaa gttcccaaag gcaagactct ctctgatggt cactttgtgg tctgtgcttt 

2041 cagaaataca ggaatctgat atcaacatat cctagggttt ctaccaatct ctgttgaaag 

2101 aagccagggt ttgccactgt gaagcttgat ttctgctggt gacttctgac cataagctag 

2161 aaccatggtc gccactgttt tccctctgta gtttctcaag tgaacactct caggataccc 

2221 agttccctca tagcctctgt tctcagagaa ttggagttgg cccaagaaac ataaacatat 

2281 aaccacccat atctatcctg gattctgaac tcttcaattt ggagtgacta acacaagttg 

2341 ttatctaaac ctttaaacct atcttccagg cagcccagag aagatctgtt tccctgtgtc 

2401 ctgtgaatgg aaggacccaa gccaatatgt tcctttgaaa agagtccagt acccaggccc 

2461 catggaaagg tctgaaaata atattccaga ttacactgta cctggcttct cttcttcctt 

2521 tcctgctcag cctagatcct tcttccttaa ccccaactct ttgggagaag ggagggaaaa 

2581 tgcaagggcc ttcctctctt aacacggatg ctcaagtaaa actagattca cagggcacag 

2641 attccccaga aagttaacac aatcccacca tgagggatgg gtaaattctc agatttccaa 

2701 actgctgtac agagcctctg agaattggtg atgctttgtt aaggtttggg caggagcaga 

2761 actctgtggc tggcagccac tattctcagt tacacctccc agtgcccttc tgaaaagtgc 

2821 cagctatttc attaggcaat gctggaagga aatgaaatta taccttctga tcaaataacc 

2881 atggcttccc tcagcc 
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Preview/Index History Clipboard Details 



□ 1: M26685. Human IsK protein... [gi: 186569] 



Links 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
MEDLINE 
PUBMED 
COMMENT 

FEATURES 

source 



BASE COUNT 
ORIGIN 



HUMISK r 436 bp DNA linear PRI 30-MAR-1994 

Human IsK protein (exhibiting a slowly activating channel activity) 
gene, complete cds, clone phKI2. 
M26685 

M26685. 1 GI : 186569 

IsK protein; transmembrane protein. 
Human adult DNA, clone phKI2. 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 436) 

Murai,T., Kakizuka,A., Takumi,T., Ohkubo,H. and Nakanishi,S. 
Molecular cloning and sequence analysis of human genomic DNA 
encoding a novel membrane protein which exhibits a slowly 
activating potassium channel activity 

Biochem. Biophys . Res. Commun. 161 (1), 176-181 (1989) 
892 73632 
2730656 

Draft entry and printed copy of sequence for [1] kindly submitted 
by S.Nakanishi, 07-SEP-1989. 

Location/Qualifiers 
1. .436 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ dev_stage=" adult" 
29. .418 

/note="IsK protein" 
/codon_start=l 
/protein_id=" AAA3612 9. 1 " 
/db_xref="GI : 386838" 

/ trans la tion="MILSNTTAVTPFLTKLWQETVQQGGNMSGLARRSPRSSDGKLEA 
LYVLMVLGFFGFFTLGIMLSYIRSKKLEHSNDPFNVYIESDAWQEKDKAYVQARVLES 
YRSCYVVENHLAIEQPNTHLPETKPSP" 
103 a 139 c 112 g 82 t 

5 bp upstream of PstI site. 
1 ctgcagcagt ggaaccttaa tgcccaggat gatcctgtct aacaccacag cggtgacgcc 
61 ctttctgacc aagctgtggc aggagacagt tcagcagggt ggcaacatgt cgggcctggc 
121 ccgcaggtcc ccccgcagca gtgacggcaa gctggaggcc ctctacgtcc tcatggtact 
181 gggattcttc ggcttcttca ccctgggcat catgctgagc tacatccgct ccaagaagct 
241 ggagcactcg aacgacccat tcaacgtcta catcgagtcc gatgcctggc aagagaagga 
301 caaggcctat gtccaggccc gggtcctgga gagctacagg tcgtgctatg tcgttgaaaa 
361 ccatctggcc atagaacaac ccaacacaca ccttcctgag acgaagcctt ccccatgaac 
421 cccaccactg gctaaa 



CDS 
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□ 1: M55515. Human potassium c...[gi: 189672] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
MEDLINE 
PUBMED 
FEATURES 

source 



HUMPCD 1820 bp DNA 

Human potassium channel protein (HPCN3) 
M55515 

M55515. 1 GI: 189672 
potassium channel protein. 
Human DNA. 
Hom o sapiens 



linear PRI 27-APR-1993 
gene, complete cds . 



gene 



CDS 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 

1 (sites) 

Philipson, L . H . , LaMendola, J. , Bell, G.I. and Steiner,D.F. 
Genomic sequence of a human potassium channel related to RCK3 
Unpublished (1990) 

2 (bases 1 to 1820) 

Philipson, L . H . , Hice,R.E., Schaefer,K., LaMendola, J . , Bell, G. I., 
Nelson, D.J. and Steiner,D.F. 

Sequence and functional expression in Xenopus oocytes of a human 
insulinoma and islet potassium channel 
Proc. Natl. 
910 954 56 
1986382 



Acad. Sci. U.S.A. 88 (1), 53-57 (1991) 



347 a 



Location /Qualifiers 
1. .1820 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

126. . 1697 

/gene="HPCN3" 

126. . 1697 

/gene="HPCN3" 

/f unction="ion transport" 

/codon_start=l 

/product="potassium channel protein" 
/protein_id="AAA3642 5. 1 " 
/ db_x ref="GI : 18 9673" 

/trans la tion="MTVVPGDHLLEPEVADGGGGPPQGGCGGGGCDRYEPVPPSLPAA 
GEQDCCGERVVINISGLRFETQLKTLCQFPETLLGDPKRRMRYFDPVRNEYFFDRNRP 
SFDAILYYYQSGGRIRRPVNVPIDIFSEEIRFYQLGEEAMEKFREDEGFLREEERPLP 
RRDFQRQVWLLFEYPESSGPARGIAIVSVLVILISIVIFCLETLPEFRDEKDYPASTS 
QDSFEAAGNSTSGSRAGASSFSDPFFVVETLCI IWFSFELLVRFFACPSKATFSRNIM 
NLIDIVAIIPYFITLGTELAERQGNGQQAMSLAILRVIRLVRVFRIFKLSRHSKGLQI 
LGQSLKASMRELGLLIFFLFIGVILFSSAVYFAEADDPTSGFSSIPDAFWWAVVTMTT 
VGYGDMHPVTIGGKIVGSLCAIAGVLSIALPVPVIVSNFNYFYHRETEGEEQSQYMHV 
GSCQHLSSSAEELRKARSNSTLSKSEYMVIEEGGMNHTAFPQTPFKTGNSTATCTTNN 
NPNSCVNIKKIFTDV" 

581 c 520 g 372 t 



BASE COUNT 
ORIGIN 

1 gccgccgccc tcagcccgcc accgcgccca ccctcctcag cgcccagcga geageggegg 
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1 1: L33815. Homo sapiens dela...[gi:603450] 



Links 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
FEATURES 

source 



gene 



CDS. 



HUMISKA 402 bp DNA linear PRI 21-MAR-1995 

Homo sapiens delayed rectifier potassium channel (Isk) gene, 
complete cds . 
L33815 

L33815.1 GI:603450 

delayed rectifier potassium channel. 
Homo sapiens adult leukocyte DNA. 
Homo sa piens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 402) 

Lai,L.P., Deng,C.L., Moss, A. J., Kass,R.S. and Liang, C.S. 
PoLymorphism of the gene encoding a human minimal potassium ion 
channel (minK) 

Gene 151 (1-2), 339-340 (1994) 

95129890 

7 82890 4 

Location/Qualifiers 
1. .402 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

/map="21q22. l-21q22.2" 

/tissue_type=" leukocyte" 

/dev_stage="adult" 

12. .401 

/gene="Isk" 

12. .401 

/gene="Isk" 

/codon_start=l 

/product="delayed rectifier potassium channel" 
/protein_id="AAA63905. 1" 
/db_xref="GI: 603451" 

/trans lation="MILSNTTAVTPFLTKLWQETVQQGGNMSGLARRSPRSGDGKLEA 
LYVLMVLGFFGFFTLGIMLSYIRSKKLEHSNDPFNVYIESDAWQEKDKAYVQARVLES 
YRSCYVVENHLAIEQPNTHLPETKPSP" 
126 c 106 g 77 t 



93 a 



BASE COUNT 
ORIGIN 

1 taatgcccag gatgatcctg tctaacacca cagcggtgac gccctttctg accaagctgt 

61 ggcaggagac agttcagcag ggtggcaaca tgtcgggcct ggcccgcagg tccccccgca 

121 gcggtgacgg caagctggag gccctctacg tcctcatggt actgggattc ttcggcttct 

181 tcaccctggg catcatgctg agctacatcc gctccaagaa gctggagcac tcgaacgacc 

241 cattcaacgt ctacatcgag tccgatgcct ggcaagagaa ggacaaggcc tatgtccagg 

301 cccgggtcct ggagagctac aggtcgtgct atgtcgttga aaaccatctg gccatagaac 

361 aacccaacac acaccttcct gagacgaagc cttccccatg aa 

// 
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□ 1: E12830. cDNA encoding hum...[gi:3251662] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



E12830 1275 bp DNA linear 

cDNA encoding human ATP sensitive K channel protein 
E12830 

E12830.1 GI:3251662 
JP 1997077795-A/l. 
Homo sapiens . 
Homo _ _s api e_n s 



PAT 27-APR-1998 
(uKATP-1) . 



Euteleostomi ; 
Homo . 



Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; 
1 (bases 1 to 1275) 
Kiyono,S. and Inagaki,N. 

UNEVENLY LOCATED NEW POTASSIUM CHANNEL PROTEIN AND ITS GENE 
Patent: JP 1997077795-A 1 25-MAR-1997; 
KIYONO SUSUMU, NIPPON CHEM RES KK 



OS 
PN 
PD 
PF 
PI 
PC 
PC 
PC 

G 

PC 

cc 
cc 
cc 
cc 

FH 
FH 
FT 
FT 
FT 

FT 



Homo sapiens (human) 
JP 1997077795-A/l 
25-MAR-1997 

18-SEP-1995 JP 1995264942 
KIYONO SUSUMU, INAGAKI NOBUYA 

C07K14/4 7, A61K38/00,A61K39/395, A61K3 9/395 , C07H21 / 04 , C07K1 6/18 , 
C12N5/10, 

C12N15/02,C12N15/0 9, C12P21/02, C12P21/08, C12Q1/68, G01N33/50, PC 
G01N33/53, 

G01N33/566,G01N33/577, (C12P21/02 , C12R1 : 91 ) ; 
strandedness : Double; 
topology: Linear; 
hypothetical: No; 
anti-sense: No; 



Key 



source 



Location/Qualif iers 
1. . 1275 

/organism= ' Homo sapiens 1 

/clone_lib= 1 human lung cDNA library 1 FT 



CDS 



1275 



FEATURES 

source 



330 a 



/product= 1 Human ATP sensitive K channel FT 
protein (uKATP-1). ' . 
Location/ Qualifiers 
1. .1275 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 

311 c 317 g 317 t 



BASE COUNT 
ORIGIN 

1 atgttggcca gaaagagtat catcccggag gagtatgtgc tggcgcgcat cgccgcagag 

61 aacctgcgca agccgcgcat ccgagaccgc ctccccaaag cccgcttcat cgccaagagc 

121 ggggcctgca acctggcgca taagaacatc cgtgagcaag gacgctttct acaggacatc 

181 ttcaccacct tggtggacct gaaatggcgc cacacgctgg tcatctttac catgtccttc 

241 ctctgcagct ggctgctctt cgctatcatg tggtggctgg tggcctttgc ccatggggac 
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// 



301 atctatgctt acatggagaa aagtggaatg gagaaaagtg gtttggagtc cactgtgtgt 

361 gtgactaatg tcaggtcttt cacttctgct tttctcttct ccattgaagt tcaagttacc 

421 attgggtttg gagggaggat gatgacagag gaatgccctt tggccatcac ggttttgatt 

481 ctccagaata ttgtgggttt gatcatcaat gcagtcatgt taggctgcat tttcatgaaa 

541 acagctcagg ctcacagaag ggcagaaact ttgattttca gccgccatgc tgtgattgcc 

601 gtccgaaatg gcaagctgtg cttcatgttc cgagtgggtg acctgaggaa aagcatgatc 

661 attagtgcct ctgtgcgcat ccaggtggtc aagaaaacaa ctacacctga aggggaggtg 

721 gttcctattc accaactgga cattcctgtt gataacccaa tcgagagcaa taacattttt 

781 ctggtggccc ctttgatcat ctgccacgtg attgacaagc gcagtcccct gtatgacatc 

841 tcagcaactg acctggccaa ccaagacttg gaggtcatag ttattctgga aggagtggtt 

901 gaaactactg gcatcaccac acaagcacga acctcctaca ttgctgagga gatccaatgg 

961 ggccaccgct ttgtgtccat tgtgactgag gaagaaggag tgtattctgt ggattactcc 

1021 aaatttggca acactgttaa agtagctgct ccacggtgca gtgcccgaga gctggatgag 

1081 aaaccttcca tccttattca gaccctccaa aagagtgaac tgtctcatca aaattctctg 

1141 aggaagcgca actccatgag aagaaacaat tccatgagga ggaacaattc tatccgaagg 

1201 aacaattctt ccctcatggt accaaaggtg caatttatga ctccagaagg aaatcaaaac 

1261 acatcggaat catga 
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PubMed 



*.GCTCAGGAT£ 
Nucleotide Protein 





r GG^|^rATATACACACAC^|^ri&GCGC|ATAGCAItVXT»GATCT^ 

CP 



"ATATACACACAC^kr|&GCGC|ATAGC^V« GATCT ^ 
"i"AC TAAC CMT TOdbJdS^ 



Search Nucleotide gj for 

p 

Limits 



i51j^af^| default Qj^d^fSS 



Genome Structure PopSet Taxonomy 

Preview/Index History Clipboard 



oA<K 

OMIM 



Boo 



Details 



^W^CIi|l§arcg 



Get Subsequence 



□ 1: U96110. Homo sapiens cycL.[gi:2 138344] Links 

LOCUS HSU96110 1580 bp DNA linear PRI 31-MAY-1997 

DEFINITION Homo sapiens cyclic GMP gated potassium channel (Kcnl) gene, 

complete cds . 
ACCESSION U96110 
VERSION U96110.1 GI:2138344 

KEYWORDS 

SOURCE Homo sapiens. 

ORGAN I SM H o mo sa pi e ns 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 1580) 

AUTHORS Orias,M., Bray-Ward, P . , Curran,M.E., Keating, M.T. and Desir,G.V. 
TITLE Genomic localization of the human gene for KCNA10, a cGMP-activated 

K channel 

JOURNAL Genomics 42 (1), 33-37 (1997) 
MEDLINE 97321042 
PUBMED 9177773 
REFERENCE 2 (bases 1 to 1580) 

AUTHORS Desir,G.V., Orias,M., Keating, M.T. and Curran,M.E. 
TITLE Direct Submission 

JOURNAL Submitted ( 02-APR-l 997 ) Internal Medicine, Yale University, 333 
Cedar St, New Haven, CT 06510, USA 
FEATURES Location/Qualifiers 
source 1 . .1580 

/organism= M Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome^" 1 " 
/map="lpl3.1-p22.1" 
gene 10. .1545 

/gene="Kcnl" 
CDS 10. .1545 

/gene="Kcnl" 
/codon_start=l 

/product="cyclic GMP gated potassium channel" 
/protein_id=" AAC51 333. 1" 
/db_xref= n GI: 2138345" " 

/ translation="MDVCGWKEMEVALVNFDNSDEIQEEPGYATDFDSTSPKGRPGGS 
SFSNGKILISESTNHETAFSKLPGDYADPPGPEPVVLNEGNQRVIINIAGLRFETQLR 
TLSQFPETLLGDREKRMQFFDSMRNEYFFDRNRPSFDGILYYYQSGGKIRRPANVPID 
IFADEISFYELGSEAMDQFREDEGFIKDPETLLPTNDIHRQFWLLFEYPESSSAARAV 
AVVSVLVVVISITIFCLETLPEFREDRELKVVRDPNLNMSKTVLSQTMFTDPFFMVES 
TCIVWFTFELVLRFVVCPSKTDFFRNIMNIIDIISIIPYFATLITELVQETEPSAQQN 
MSLAILRIIRLVRVFRIFKLSRHSKGLQILGQTLKASMRELGLLIFFLFIGVILFSSA 
VYFAEVDEPESHFSSIPDGFWWAVVTMTTVGYGDMCPTTPGGKIVGTLCAIAGVLTIA 
LPVPVIVSNFNYFYHRETENEEKQNIPGEIERILNSVGSRMGSTDSLNKTNGGCSTEK 
SRK" 

BASE COUNT 372 a 430 c 398 g 380 t 
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ORIGIN 

1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 

// 



tcccctagaa 
aattcagatg 
aaaggccggc 
aaccatgaga 
ccagtggtcc 
gagacccagc 
aggatgcagt 
tttgatggaa 
cccattgata 
cagttccggg 
atccaccgtc 
gtggccgtgg 
ctgccagagt 
agcaagacag 
tgcatcgtgt 
gacttcttca 
actctcatca 
gccatcctga 
tccaaggggc 
ctcatcttct 
gtggatgagc 
accatgacaa 
ggcactctgt 
tccaacttca 
ggagaaattg 
aataagacca 
ttgggtccat 



tggatgtgtg 
aaatccaaga 
ctgggggcag 
cggccttctc 
taaatgaagg 
tcagaaccct 
tctttgactc 
tcctatatta 
tctttgctga 
aggatgaagg 
agttctggct 
tctcggtgtt 
tccgggagga 
tcctctccca 
ggttcacctt 
ggaacatcat 
cagagctagt 
ggatcatccg 
tgcagatcct 
ttctcttcat 
cagagtccca 
ctgtaggcta 
gtgccattgc 
attacttcta 
aaagaatcct 
atggtggctg 
cctgtctctc 



tggctggaaa 
agagccaggc 
ctccttctcc 
caagcttccg 
aaaccagcgg 
tagtcagttc 
catgagaaat 
ttaccaatct 
tgaaatctcc 
cttcatcaaa 
cctctttgag 
ggttgtggtc 
tagggagctg 
gaccatgttc 
cgagctggtg 
gaacatcatt 
ccaggagaca 
cctggtgagg 
cgggcaaaca 
tggagtcatc 
tttctctagc 
tggggacatg 
aggggtcctc 
ccaccgggag 
caacagtgta 
ttccacagag 



gaaatggagg 
tatgccacag 
aacgggaaga 
ggagactatg 
gtgatcatca 
ccagagactc 
gagtatttct 
ggtgggaaaa 
ttctatgagc 
gaccctgaaa 
taccctgaaa 
atctccatca 
aaggtggtca 
accgaccctt 
ctccggttcg 
gacatcatct 
gagccgagtg 
gtcttccgca 
ctgaaggcat 
ctcttctcca 
attcctgatg 
tgcccgacca 
accattgccc 
actgagaatg 
ggctcaagaa 
aagtctagga 



ttgcgctggt 
acttcgactc 
tcctcatcag 
ctgacccccc 
acattgctgg 
tcctgggaga 
ttgatcggaa 
ttcggcgccc 
tgggtagtga 
cactgctacc 
gttccagcgc 
ccatcttctg 
gagaccccaa 
tcttcatggt 
tggtctgccc 
ccattatccc 
cccaacagaa 
tcttcaagct 
ccatgcggga 
gtgcagtcta 
gcttctggtg 
ccccaggggg 
tccctgtgcc 
aagaaaagca 
tgggcagcac 
aatgatcagt 



caattttgat 
aaccagccca 
cgaaagcacc 
agggcctgag 
gctgagattt 
ccgggagaaa 
ccggcccagt 
agccaatgtt 
ggccatggac 
caccaatgac 
tgcccgtgct 
cctggagaca 
tctcaacatg 
ggagtctacc 
cagcaagact 
ctactttgca 
catgtccctg 
ctcgcgccac 
gttggggttg 
ctttgctgag 
ggcagtggtc 
gaagattgtg 
tgtcattgtc 
gaacatccca 
agactctctt 
ccagggcttc 
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PubMed 



Z AC A G AC HI^^^XGCHi 

Nucleotide Protein Genome 



TTCAC' 




ATCGG ATC CCCOG^! g^f&ATTA TATAGC TCG A7U&ATC "I 



JAGCAjC-^CJ^vTCT^ 

'CGCATACGT^tfpJ^^^ 

%> C TT AC T'AAC C AAT 1 1 vi bG a<*k<sls5 £2 OQ U ^.O^A t Co Ck. k?ACM 

Stnjcture PopSet Taxonomy OM1M 



Search Nucleotide FJ for 

Limits 



Preview/index 



Display 



default 



F I Save 



j |Gb| plMrfl 
History Clipboard 



Add to Clipboard 



,G^§ubsequence 



Boo 



Details 



□ 1: AH007067. Homo sapiens pota...[gi:4028014] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



exon 



5'UTR 



intron 



repeat region 



HSKCNQP01 807 bp DNA linear PRI 17-DEC-1998 

Homo sapiens potassium channel (KCNQ3) gene, exon 1. 

AF071478 

AF071478.1 GI:4028000 

1 of 14 

Homo sapiens. 

H om o sap i en s 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 807) 

Schroeder, B.C. , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

99087323 

9872 318 

2 (bases 1 to 807) 

Schroeder, B.C. , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 20246, Germany 

Location/Qualifiers 

1. .807 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chromosome^" 8 " 
/map="8q23-q24" 
1. .611 
. /gene="KCNQ3" 
/number=l 
1. .225 

/gene="KCNQ3" 
612..>807 
/gene="KCNQ3" 
/number=l 
765. . 807 

/note= rl microsatellite D8S558; similar to sequence 
contained in GenBank Accession Number Z24 602" 
/rpt_t ype=tandem 
/rpt_unit=gt 
/ db_xre f= " G DB : 200088 " 
248 c 



109 



333 g 



117 t 



BASE COUNT 
ORIGIN 

1 gacccgcgcg ggatgtgacc ccctgacccc ctgcctggcc tcccctgccc cccagggggc 
61 ccgcctttgc ctgcttttgg gggtgggtgg ggaggggcgc gcggatcatg gcattggagt 
121 tcccgggctt gcagccgccg ccgccgcctc gttcacgcac cccgagcgcc ccttcttccc 
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181 agagcagcag cggagaaggc gaagcggccg gcgggggcga ggcagatggg gctcaaggcg 

241 cgcagggcgg cgggggcggc tggcggcggc ggcgacgggg gcggcggagg cggcggggcg 

301 gctaacccag ccggagggga cgcggcggcg gccggcgacg aggagcggaa agtggggctg 

361 gcgcccggcg acgtggagca agtcaccttg gcgctcgggg ccggagccga caaagacggg 

421 accctgctgc tggagggcgg cggccgcgac gaggggcagc ggaggacccc gcagggcatc 

481 gggctcctgg ccaagacccc gctgagccgc ccagtcaaga gaaacaacgc caagtaccgg 

541 cgcatccaaa ctttgatcta cgacgccctg gagagaccgc ggggctgggc gctgctttac 

601 cacgcgttgg tgtgagtacc cggccgctcg gggcgccctc ggcggcggcg cgcttgggga 

661 cttggggtcg gggctggagc tgagaagtct ctggggcttt aagacccatg gatgctttcc 

721 cgctgaaggg gagaccagcc cgtcctcagc acgcgtttcc ctgggtgtgt gtgtgtgtgt 

781 gtgtgtgtgt gtgtgtgtgt gtgtgtg 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



HSKCNQP02 1245 bp DNA linear 

Homo sapiens potassium channel (KCNQ3) gene, exon 2, 
AF071479 

AF071479.1 GI:4028001 



PRI 17-DEC-1998 



2 of 
Homo 
Homo 



14 

sapiens . 
sapj^ens 



Chordata ; 
Primates ; 



Craniata; Vertebrata; 
Catarrhini; Hominidae; 



Euteleostomi ; 
Homo . 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



Eukaryota; Metazoa; 
Mammalia; Eutheria; 

1 (bases 1 to 1245) 

Schroeder , B . C . , Kubisch,C, Stein, V. and Jentsch,T.J. 
Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 
channels causes epilepsy 
Nature 396 (6712), 687-690 (1998) 
99087323 
98 7 2318 

2 (bases 1 to 1245) 

Schroeder, B . C . , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted { 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 20246, Germany 
Location/Qualifiers 
1. . 1245 
/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chr omo s ome= " 8 " 
/map="8q23-q24 n 
intron <1 . . 481 

/gene="KCNQ3" 
/number=l 
exon 482. .572 

/gene="KCNQ3" 
/number =2 
in tro n 573. .>1245 

/gene="KCNQ3" 
/number =2 

BASE COUNT 324 a 272 c 264 g 385 t 

ORIGIN 

1 ggtcacagaa gcctttgctg aatttttcaa tctttggaat aaatttgtgt tttcttcatt 
61 ctaagaaaac attttcatat atttttaaat cagtcctatg tgtgtagaac acattattaa 
121 ttaattcata tacttaatga cttgtgaaaa gttgtcttga cttttggact ttcagcaatg 
181 tcctcgaggt tggaaccaga tgatctagtt taaattctaa ctagctgatt ctactaatta 
241 gctggttaag taaaagtatg cacattggtc aacttctctc acattgtttt atttaactgg 
301 gatgattgtt tccgcctgcc ttgcaggttt gtcgtgaaga ttgaatggga tagcatataa 
361 agcacatgtc aatgtccagc agaagttgca gcttcatcct ggaagacacc tttccccatc 
421 ttagcctcaa agcaagccat gactcaaagg ttccttagtc catttctttc ttcccctcta 
481 ggttcctgat tgtcctgggg tgcttgattc tggctgtcct gaccacattc aaggagtatg 
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541 agactgtctc gggagactgg cttctgttac tggtaagatt gcattctggg gtaaatgctt 

601 ctggttgggc ttccagagtg atgaaaagga ggttgccctt gggtgcactc ctccctgact 

661 ggttgcagct tcttgtagtc tccagtcaag tccaggccca aggaaaagca aagcctccat 

721 tacttggtat ggcccgccat gggcacatgt ggggtgaaga atggcattcc tggtaaagct 

781 ttgctattcc acattagaga gaaggggaaa taaagtcaaa gcaaaaacca atgcatgtta 

841 ttaaattata aaatacagct tcccaatcct ctgaaaggta acacaaaggc atgtttcatt 

901 ctaaaacctg tctctgcttt ttcttcctgg tatcctacaa tctaaactcc aaggatctct 

961 cattctctcc aaggccaggt acagaattcc atttatacac gaaacctcta aatctcccct 

1021 cctggggcct gcatttgttt tcactctctg tcctccatca ggtggtgtga tggaaacaga 

1081 gcaggattag aattcttggg caagtcagct aaggtacccc tgactctgtt tgctcaagtc 

1141 cttgcctaaa aaatgtaagg tcagatgagc agcaaatgca gacatgggct gggcccagtc 

1201 tcagtgcctg gttgagagga ggctctaaca agggcttgct ccttc 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



HSKCNQP03 1279 bp DNA linear 

Homo sapiens potassium channel (KCNQ3) gene, exon 3. 
AF071480 

AF071480.1 GI:4028002 

3 of 14 

Homo sapiens. 

Homo sapiens 



PRI 17-DEC-1998 



Craniata; Vertebrata; Euteleostomi ; 

Homo . 



intron 



exon 



intron 



Eukaryota; Metazoa; Chordata; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; 

1 (bases 1 to 1279) 

Schroeder, B.C. , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

9 9087323 

"9872318 

2 (bases 1 to 1279) 

Schroeder, B.C. , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 2024 6, Germany 

Location/Qualifiers 

1. .1279 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

/ chromosome^ " 8 " 

/map="8q23-q24" 

<1. .588 

/gene="KCNQ3" 

/number=2 

589. .715 

/gene="KCNQ3" 

/number=3 

716. .>1279 

/gene="KCNQ3" 

/ number=3 

319 c 298 q 



322 a 



340 t 



BASE COUNT 
ORIGIN 

1 tgcagcctag ttacttgagc ctgagatccc ttcttctcca cttcattgcc ttgaaaaact 

61 tgtttaactg ctctgtgcct tggtttctca aaatgtaaga tgagaataat attatcaaac 

121 actttcaggg ctgcctggcc caggagccag gcttaataac cattagccac aattagcaat 

181 gccagggtac aggcactggg tggaattaac agattgtgtt tcactcatat ctctcttttc 

241 aacccaactg cacttcttgg gggcttttca ttcattaaag ggacttttaa agctgaccta 

301 ttggaacaaa aacatagaaa aaagaacgag taatcactgt gccaggttta acagcattaa 

361 ggacaattag cacatcagaa tgaagatggg aggcctccaa actgaatggc ggtgatggac 

421 ctgttctccc ggttcccctt ccccaccccc atccccagcc atccctgcca accagacaac 
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481 cagcaacagc acaaaatgga gttcttcaga acttccgaat agaaatcacc agctcccgac 

541 aagtggatct cggttaatca gtgcctctcc atatgctctt ccatgcagga gacatttgct 

601 attttcatct ttggagccga gtttgctttg aggatctggg ctgctggatg ttgctgccga 

661 tacaaaggct ggcggggccg actgaagttt gccaggaagc ccctgtgcat gttgggtaag 

721 tcctgaccct gagcctccca gcctcctcag ttcccttctt ttggggcatt gtttctctga 

781 gaaaagttta agcagctatt ctgggaaatc acgcggcact gtggaggcca gctcagcccc 

841 tgacgctgcc tcgatgagaa gggacagtgt caaccttctg ggtcctcaaa ttcctccttc 

901 tgtgactggt ccttataagg actgcacagg acagggattc ttatttggca gggtagggtg 

961 tcactcttgg caattgggtt gtggagcagc aagcaggttg caggatattg agcatcccca 

1021 gtccctggag tagtagcacc cccagtcact gtgacaatca aagttaccca tacatttcca 

1081 gacgggttgg gacagaagct gtaggcgtga caccgttgct ggctgagaat ctacttctac 

1141 agcatcatgt tatgtccatt gtacagaaat agaaacagag gatcacagat ctgagtcatt 

1201 tttcagtcat gcaggaaaca gtggattctg tcctaacacc caggtgtggt cttgcttctt 

1261 aatccaatgg ttgccttga 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



PRI 17-DEC-1998 



intron 



exon 



intron 



BASE COUNT 
ORIGIN 

1 



HSKCNQP04 1285 bp DNA linear 

Homo sapiens potassium channel (KCNQ3) gene, exon 4, 
AF071481 

AF071481.1 GI:4028003 



4 of 14 

Homo sapiens. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 1285) 

Schroeder, B. C . , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

99087323 

9 872318 

2 (bases 1 to 1285) 

Schroeder , B . C . , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1 998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 2024 6, Germany 

Location/Qualifiers 

1. . 1285 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome="8 " 
/map="8q23-q24" 
<1. .519 
/gene="KCNQ3" 
/number=3 
520. .692 
/gene="KCNQ3" 
/number=4 
693. ,>1285 
/gene="KCNQ3" 
/number =4 
303 a 307 c 321 g 354 t 



tttttttttt tttaacattc tctctctcct tctgccgtca cttctgcttc ctaacatcat 

61 cttccaataa attacttgaa cccaagttcc tacctcaggt gatgctttta ggagaaacac 

121 atatggaaac agtgtctgag tgtcaggctt tacctccata ggctgagcag ctgcagctgt 

181 cctctgggcc ccagagtgaa tctcaaggac cacactgcgg ggggccttgg taaattgctg 

241 ctctggagcc agcattaaag tgtggtaggc ctatgctact tctggccagg tggccttgga 

301 aagtcactca ggctcagagc ttcagtttcc tcatcagtca tgggagaata atcccactta 



http://www.ncbi.nlm.nih.gov/entre 10/29/2002 
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361 ccatgtgttg ttggtggcaa gattcaacag cagtgctcag attgtcccac tgcttggcac 
421 atgctgatct gccagcaaac agcacctatg atgacgccat tgctttcgca tgaccttcct 
481 ttccctcttc cctcccactc tgtctgtcct ctctcccaga catctttgtg ctgattgcct 
541 ctgtgccagt ggttgctgtg ggaaaccaag gcaatgttct ggccacctcc ctgcgaagcc 
601 tgcgcttcct gcagatcctg cgcatgctgc ggatggaccg gagaggtggc acctggaagc 
661 ttctgggctc agccatctgt gcccacagca aagtaagtgt ggtggagaaa ctgcaggacc 
721 acatgggctt cccacccacc tatgcccttc catgacatcc cttcctttgc agtgtcccca 
781 gaaggcagtc attctgccac ccttgatgat aacgacaaag aggaagagga ggaggagaaa 
841 caggaagtgg cggggctggg gtaggggcag gagcaggtgt ggttcaggga gcaggaacag 
901 gtgaaactga ggttaggtat tggctccacc atatgcaaat gactttggcc aagttgctca 
961 gccctctttg gccctcagtt ttctcacttt taaaatagga atgataatgc ctattccttc 
1021 agatttttga gaggatggaa tgagctcatt caaggccaca tgcagtggga gaagaaggct 
1081 tggggatcac acaggttggt ttgaatctga actctgcctc tgtgacgttg ggaatttttt 
1141 gcgtcttggt ttctgcattt ataaaattag aataataatg cattgacttc atagggttag 
1201 atgaagatga aatgaattga tatgtgaaga gcacttagaa ggtaccaagc tcatggagat 
1261 tgttcagttg caattattat gtaaa 

// 

LOCUS HSKCNQP05 2675 bp DNA linear PRI 17-DEC-1998 

DEFINITION Homo sapiens potassium channel (KCNQ3) gene, exons 5 and 6. 

ACCESSION AF071482 

VERSION AF071482.1 GI:4028004 

KEYWORDS 

SEGMENT 5 of 14 

SOURCE Homo sapiens. 

O RG AN ISM Homo sa pi e ns 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 2675) 

AUTHORS Schroeder, B.C. , Kubisch,C, Stein,V. and Jentsch, T . J . 

TITLE Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 
JOURNAL Nature 396 (6712), 687-690 (1998) 
MEDLINE 99087323 
PUBMED 9872318 
REFERENCE 2 (bases 1 to 2 675) 

AUTHORS Schroeder, B.C. , Kubisch,C. and Jentsch, T . J . ' 
TITLE Direct Submission 

JOURNAL Submitted ( 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 20246, Germany 
FEATURES Location/Qualifiers 
source 1 . .2675 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

/chromosome="8" 

/map="8q23-q24" 
intron <1..686 

/gene="KCNQ3". 

/ number =4 
exon 687. .842 

/gene="KCNQ3" 

/ number=5 
intr on 8 4 3. . 194 5 

/gene= f, KCNQ3" 

/number=5 

re peat _ reg ion complement (AH007067 . 1 : 5958 . . 6014 ) 

/rpt_family="MIR" 
exon 194 6. . 205 6 

/gene="KCNQ3" 

/number=6 
intron 2057..>2675 



http://www.ncbi.nlm.nih.gov/entrez/query. fcgi?cmd : =Retrieve&db=nucleotide&list_uids r= 



10/29/2002 
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BASE COUNT 
ORIGIN 

1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 
2221 
2281 
2341 
2401 
2461 
2521 
2581 
2641 
// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



724 



/gene="KCNQ3" 
/number=6 
a 654 c 



520 g 



777 t 



ttttcattaa atcaccttac 
aatatccatg aaattacagg 
atgtaaagct gcatttcacc 



cccttcattt 
cacaccataa 
accgagcttt 
ccttgtatta 
gagctgtgat 
ctttttctgt 
ggaagatgaa 
gactctaact 



aacaaatgaa 
actggtgtca 
ctccttgctc 
gaagaaggag 
attgaagtgg 
taattaatga 
gatcagagaa 
ctggtgtgtc 



tcttgtttac 
cttgatacct 
agtggtacac 
gatactgaga 
gggctgggtc 



ccctaagcta 
tgaaataact 
ggtgagtgat 
tggctccagc 



ttagtcatat gtcctagtct attatatgat 
tcttttgcat aggctctaaa tcaatattta 
aaaacgattt caggaactct gtggctctgt 
tttgggagaa gaggagaatt tgcccaaggc 
tctggacaga gaccctgctt tcctggttgt 
tacgcagtcc tgcatagacc caagtctcct gagtcctgag 
ccacttcctc ctgccttctt gccttcctct gaagcctctt 
gaaatcttcc tctcctcctg gagccataca 
accatgttaa tgatcccatt ttacagtgat 
ttgaccacag tcacagagct ggtaaacttg 
atccactcaa cgactcccca gtgaccactt 
tttcaggaac tcatcacggc ctggtacatc ggtttcctga 
cttgtctacc tggttgagaa agacgtccca gaggtggatg 
cacaaggaga ggagatgaaa gaggagtttg agacctatgc agatgccctg tggtggggcc 
tggtgagtca ctaccttgga ggccaattct gtgagattga ctgtcaagag tcagagagag 

atgttcagcc aggcagctgc attctgcagt cagaggtaag 
agaacctgct gacagaagac cctccttcaa ggtgggcact 
cgtttataag aagccagggc ttggaacagc ctggttgcat 
ggtcgtttat ggacttagcc ttattagtca taggctattt tcagccaagc catgcatgtg 
caaacaaacc cagtgacaga tacacatgtg tgctcacaca gacctgtgtg tgcacaaccc 
tacacccaca aggacacaca gtactaaagc tggcattcac tgaaggcttt 
gagcatctct ctgggtgctt tactttcact aacctacttt aaactcaaac 
attagctctt tttaaaagta gggaaactga agcatgaaga agttaagtaa 
tttcagccag taagtggcta acctgggatt tgaagtcaga tagttaggct 
cactgtcaac tgctctgata atcctgcctt tcacatgcag atacacatgc 
gtatactgat aacataaaca tgtaaacaca cacaagaata tactaaacac 
agacattaga catacacaca tatatacaca atacatacaa 



ttcatgtcca ctgttcattc 
cactcatcct ttcttcattt 



gtggagggca tcacatgagc 
ctctagacca atttcagctc 
tggaattgac ttttctctag 



atacatgcac 
aagcacacat 
acacatgaat 
aggtaggaaa 
ttggtgtctt 
agaggcttac 
catgtctgaa 
acccaaaacg 
ttttgccctt 
ccccttaccg 
accaactccc 
tgctttcctt 
aggctgagct 



atattcacaa acatggctat 
gctcgtgtac atacacattt 
cccttaactt atcaacaagt 



ttctcctaag 
aggtagagct 
ctcttctctc 
tgggaaggcc 
ccagcggtaa 
cctggtgcca 
tagccattcc 
tgccaaagat 
agtcgctctg 



ggaaccttgt 
cagttaacac 
ttcagatcac 
gtctgattgc 
gtacctttga 
gctcaacttt 



aaataaaatc 
gcaattgctg 
ctcaaggcat 
tatgaatggg 
gttcctgata 
actggccacc 
cgccaccttt 
tatatgacat 
ccagtgtcat 



ctttgctcca 
aacttctatc 
cttcaaggtc 
ccggaggcca 
ataagtacat 
accagaacag 
atatactcac 
acaaattcac aaatatacac 
aaatatttgt tgactgacta 



ccatataagt 
agcattgccc 
ttcctctcca 
attggctatg 



tagtaggtac 
aagctgatgg 
tgtggtactc 
gagacaagac 



tccttaattg gcgtctcctt 
ccccaatgtg acgtgcagga 



cctatgctag gattacacat 
gttctgggat tatatttttc 



cttaagcatg atgatcctgc 
ttcttcacac atcaactcct 
ggcataactc tgggaataat 
ttctagatct gccttcccca 



atttatgtga 
ctctcaagaa 
acgtaataat 
aaatgcttta 



gttcccttct 
taagccttga 
aatgaaagca 
cccacatcat 



attcatgcat 
cttgtcctgt 
cctatgatag 
gattgcattt 
ctcatttaat 



tcccagtgcc 
tacttactgg 
agtaacttcc 
gttgaactca 
cttca 



cttctatcct 
ctttttgcca 
ctttcaatgc 
tctgtaaagg 
gaggactgtg 
ttgcacggag 



cttataccct 
caggccctgc 
tgccttcttt 
agtttctggc 
aattccttgg 
caggtccttc 



cttatgtaaa aaatacatgt 
ccaacgccca gtgtccaggt 
ctgtgtgcct gaatcatgcc 



937 



HSKCNQP06 

Homo sapiens potassium channel 
AF071483 

AF071483.1 GI:4028005 



bp DNA 
(KCNQ3) 



linear 
gene, exon 



PRI 17-DEC-1998 



6 of 
Homo 
Homo 



14 

sapiens , 
sapiens 



Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



http://www.ncbi.nlm.nih.gov/entrez/query .fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 
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REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



sapiens' 
9606" 



intron 



re p eat _ reqion 



exon 



intron 



repeat_region 



BASE COUNT 
ORIGIN 

1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 



1 (bases 1 to 937) 

Schroeder, B.C. , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

99087323 

98 72318 

2 {bases 1 to 937) 

Schroeder, B . C . , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 20246, Germany 

Location /Qualifiers 

1. . 937 

/ organism="Homo 
/db_xref ="taxon : 
/ chromosome="8" 
/map="8q23-q24" 
<1. .641 
/gene="KCNQ3" 
/number=6 

complement (AH007067 . 1 : 7611 . .7751) 
/rpt_family="MIR" 
642. .737 
/gene="KCNQ3" 
/number =7 
738. .>937 
/gene="KCNQ3" 
/ number=7 
875. .937 

/note="microsatellite D8S1835; similar to sequence 
contained in GenBank Accession Number Z51908" 
/ rpt_t ype=tandem 
/rpt_unit=gt 
/db xref="GDB: 6 14493 " 
211 c 



223 a 

cttgagcaaa 
tgttgcaaga 
ccactggcaa 
agtcaaagta 
actgggcatc 
tttctaatca 
cagggctaag 
cccaggtctt 
agaaggaagg 
aagtgcaatt 
gtctagctgg 
tggccctcaa 
ctgctgagct 
gcatatgtac 



234 g 



269 t 



tgaccttctt 
tcttcaagtt 
gtctgacctg 
tcacgtgaca 
tattttgtgc 
tgcattaggt 



aaatctcagt tttctcattg 
ctctttcagc ttggaaagtg 
aaaatcaaaa cagatcccaa 



gttcaagcag 
agtacccctt 
attattatcc 



gggcttgccc aggccctcac 
cctgacttca aggctcattt 
gctctttccc 
gagccctaca 
gggctgactg 
ggtgcaggag 
cattcaggtc 
atacgtgtgt 



ctaaaatatt 
actggcagtt 
cacatcccta 
acctggaaag 
cacttaacca 
ccttcccttc tttgtacagt 
gtccccatta ccctggcaat 
cctgcctgcc tctccctcca 
caacaccgtc agaagcactt 
tgtctgcctg ggaatgaact 
gtgtgtgtat gtgtgcatgt 



tactcatgaa ctgggacagg acccaggatt ccatgtgtgt 
tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg tgtgtgt 



atgagtcagg gccataggaa 
tgtgtttctg gccacttaat 
ttctgggaag ttccggctat 
tttaaaactc agttaacatt 
tataaaggtt atctcacttt 
tagaaaaaac caatatgcaa 
tggcagtgtc agaattggaa 
agctccctac tctcttcaag 
gttgtcactg caaggacttg 
ggagcgggaa tgctgggaca 
gggcatcctg gggtccgggc 
tgagaaaagg aggaagccag 
ggaatgggat taagatccat 
gtgcacatgt ggaggggaca 
ctgtgtgtct tgtgtgtctg 



HSKCNQP07 1035 bp DNA 

Homo sapiens potassium channel (KCNQ3) 
AF071484 

AF071484 . 1 GI: 4028006 
7 of 14 



linear 
gene, exon 



PRI 17-DEC-1998 



http://www.ncbi. nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 
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SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



Homo sapiens. 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 1035) 

Schroeder, B.C., Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

9908 7323 

9872318 

2 (bases 1 to 1035) 

Schroeder, B . C . , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 2024 6, Germany 

Location/Qualifiers 

1. . 1035 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chromosome= n 8 " 
/map="8q23-q24" 
<1. .436 
/gene="KCNQ3" 
/number=7 

complement (AH007067 . 1 : 8230 . .8351) 
/rpt_family="Alu" 
437. .531 
/gene="KCNQ3" 
/number =8 
532..>1035 
/gene="KCNQ3" 

/note="rare splice donor site (GC) instead of splice donor 
consensus site (GT) " 
/number=8 

AH007067. 1:8925. .9247 
/rpt_family="Alu" 

262 c 239 g 288 t 



intron 



repeat_reqion 



exon 



intron 



repeat_reqion 



246 a 



BASE COUNT 
ORIGIN 

1 tttttttttt ttttttgtag agatgaagtt taattatgtt gcccaggctg gtctccaact 
61 cttggcctca agtgatcctc ccaccttggt ctcccaaagt gctgggatta caggcgtgag 
121 ccatagcacc ggcctttagt acttgttcct ttcagggatt ttatgcctac tactctcttc 
181 tctccctcca ctccagttca tctctccatt cccccactca ccacaacacc aattatagct 
241 ccaagatggt caaggaagtt tttcttccca aagcagcttc aaaaagccaa gaatctcggt 
301 ttttctgaat gttggctcaa tgcacattca aattcttagg agtccagggc ttaaacattg 
361 ttttgttggt gtgggagtct gtgcgaaagt ttcaggtggt gcccactcat tgttgcccct 
421 cttttctgcc cctcaggctg cctggaggta ttatgctacc aaccccaaca ggattgacct 
481 ggtggcgaca tggagatttt atgaatcagt cgtctctttt cctttcttca ggcaagtggg 
541 gactcacctg aatgctcagg gcgtgaccag ccatctctcc tgcggtctgt attcgtgtct 
601 gtggcctcac gggtccctgg agaacactct tcagggcaat gttccccaat ttgggctgca 
661 ccctagaatt atctggtagc ttaaacagtt ctggctgggc gcggtggctc acacccataa 
721 tcccagcact ttgggaggcc gaggcgggtg gatcacctga ggtcaggagt tccataccag 
781 cctggccaac atggtgaaat cccgttccta ctaaaaatgc aaaaattagc cgggcgtggt 
841 ggtgtgtgcc tgtaatccca gctactcagg aggctgaggc aggagaattg cttgaaccca 
901 ggaaatggag gttctgtgac cagagattgt gctacagcac ttcagcctgg gcaacacagt 
961 gagcgtgaga ccctttctca aaaaattaaa aataaaaata aaaataaaga aaaaaaaaat 
1021 ctgatgccta ggcca 

// 

LOCUS HSKCNQP08 665 bp DNA linear PRI 17-DEC-1998 

DEFINITION Homo sapiens potassium channel (KCNQ3) gene, exon 9. 



http://www.ncbi.nlm.nih.go v/entrez/query.fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 
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ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



AF071485 
AF071485. 1 



GI:4028007 



intron 



_re g i on 



intron 



8 of 14 

Homo sapiens. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 665) 

Schroeder, B. C. , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

,99087323 

9872318 

2 (bases 1 to 665) 

Schroeder, B. C. , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1 998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 2024 6, Germany 

Location/ Qualifiers 

1. .665 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

/ chromosome^ " 8 " 

/map="8q23-q24" 

<1 . .471 

/gene="KCNQ3" 

/number=8 

AH007067 . 1 : 9267 . . 9320 
/rpt__family="MIR" 
472 . .498 
/gene="KCNQ3" 
/number=9 
499. . >665 
/gene="KCNQ3" 
/number=9 

147 c 161 g 



165 a 



192 t 



BASE COUNT 
ORIGIN 

1 gggaaatggg atgataatag tacttcatag ggttgttatg aggattaatt gagttaagac 
61 aatgttcgct atgatgacaa tggtagtgac aaagttatgg gggtgtgtga ctgctacatt 
121 atgacattcc tggtttcctg gtctgtctcc accaccaaat aaatttcctg agctcaacat 
181 gagagctggg gcagagtaag tgctcagcaa ccattttctg gatgaataaa tgaatgaatg 
241 agtggctgaa aagagccctg aaaacctcag agccaacggg agtagcatgg gctggggtct 
301 ggatgggtaa acccgcctcc ttcattggtt ccctccacac tgaccatcct gtcctagagc 
361 tcaactctgc tccatcatct tcagagagaa gctttgcagc aatctttcga ggaaggatac 
421 agctgtttca cgtaatttat gctttatttt ttctccctct tctctttcta ggaaagaaca 
481 gctggaggca gcatccaggt aagtttctga ttatgaattc ccttcttcac atctctgtgt 
541 caagacagag catcctgctc catatggtgt agggccccat gggaggtcat gctggtccca 
601 agatagagtc tttggggtca acactgttgc tgaccaccat agtcctctgc ctggtttcct 
661 tctgg 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



HSKCNQP09 784 bp DNA linear PRI 17-DEC-1998 

Homo sapiens potassium channel (KCNQ3) gene, exon 10. 

AF071486 

AF071486.1 GI:4028008 

9 of 14 

Homo sapiens. 

Homo sa piens 



http://www.ncbi.nlrn.nih.gov/entrez/query .fcgi?cmd=Retrieve&db=nucleotide&list_uids : =... 10/29/2002 



NCBI Sequence Viewer 
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REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



intron 



Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 784) 

Schroeder, B.C. , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

99087323 

987231 8 

2 (bases 1 to 784) 

Schroeder, B . C . , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 20246, Germany 

Location /Qualifiers 

1. .784 



exon 



intron 



187 a 



/organism="Homo 
/db_xref="taxon : 
/chromosome^ " 8 " 
/map="8q23-q24" 
<1. .326 
/gene="KCNQ3" 
/number =9 
327. .529 
/gene="KCNQ3" 
/number=10 
530. .>784 
/gene="KCNQ3" 
/number=10 

201 c 175 



sapiens' 
9606" 



221 t 



BASE COUNT 
ORIGIN 

1 tgggcatggg gaaagatgaa tctctgcagc atactaggat gagctaggca atttatagcg 

61 ggcacctcat gtaagctaca tttaatcgta tgggaaaatt gacattcaga gaagtcttgc 

121 ccagggtata agagctagca ggctgtggag ctaggatttg aaccacgccc tgtccgattc 

caagctgctg agtcagattc agcactgtga aatgcacggt ccccatttct ccttggagga 

gaatgtgtga gtctttatgg agggatggga aattttaaga gcctgcactg aaggaggaaa 

attgttcact tttgcttatt ttgtagccaa aagctgggtc tcttggatcg ggttcgcctt 

tctaatcctc gtggtagcaa tactaaagga aagctattta cccctctgaa tgtagatgcc 

atagaagaaa gtccttctaa agaaccaaag cctgttggct taaacaataa agagcgtttc 

cgcacggcct tccgcatgaa agcctacgct ttctggcaga gttctgaagg taatgccttt 

ttatctccct ccctgtctct tccacttctt cctcccccaa gtccacttcc ttcctcacct 

ctccctttgc ccacttaaga acctttgact ccacaaggta actctctccc ttccctcgac 

aagccaactt cttgcttccc taactcctcc tgtcccttgg gctgaggcat tgtgatgtat 

721 tcccaggagt ctagggctgc aggctcccaa gttaggagcc tggaaacctg tcaccttggt 
781 ttct 



181 
241 
301 
361 
421 
481 
541 
601 
661 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



HSKCNQP10 897 bp DNA linear PRI 17-DEC-1998 

Homo sapiens potassium channel (KCNQ3) gene, exon 11. 

AF071487 

AF071487.1 GI:4028009 

10 of 14 
Homo sapiens . 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 897) 

Schroeder, B . C . , Kubisch,C, Stein, V. and Jentsch,T.J. 
Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 
channels causes epilepsy 



Craniata; Vertebrata; Euteleostomi; 
Catarrhini; Hominidae; Homo. 



http://www.ncbi.nlm.nih.gov/entrez/query. fcgi?cmd=Retrieve&db=nucleotide&list_uids=... 10/29/2002 



NCBI Sequence Viewer 
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JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



intron 



exon 



intron 



Nature 396 (6712), 687-690 (1998) 

99087323 

9872318 

2 (bases 1 to 897) 

Schroeder, B . C . , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 2024 6, Germany 

Location/Qualifiers 

1. .897 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome=" 8 " 
/map="8q23-q24" 
<1. .273 
/gene="KCNQ3" 
/number=10 
274 . .376 
/gene="KCNQ3" 
/ number=ll 
377. .>897 
/gene="KCNQ3" 
/number=l 1 

228 c 204 g 



219 a 



246 t 



BASE COUNT 
ORIGIN 

1 ggagctcact tctcctccct gctagccttt tccctcacta ccagtcatga gctgcgcaca 

61 cttttgactt ggacttctgg gtaatagaat gagggtgcca agaaaggctg aacagcatca 

121 cagcttgaga ataccgtgga gtcttgcaac gtggaaataa agactctggg gattgacaca 

181 tccagaggcg tggaaggctt tgaccgaaca gtggggtccc caagcctttt ccaggtctgt 

241 ggcctgccgt tcatatgtgt gtctccctcc cagatgccgg gacaggtgac cccatggcgg 

301 aagacagggg ctatgggaat gacttcccca tcgaagacat gatccccacc ctgaaggccg 

361 ccatccgagc cgtcaggtaa tgcccccacg gtcccacctg tgcctgtgtg cctcccccgc 

421 tccagctcaa ctcccacagg aaggggctta taaaattatc ttgcactttg ggaaggggga 

481 agagaagccc ctccactaac cctgagttag gtccctgaag tatgtaaata ctgtatgctg 

541 ccccagaaaa aatgatccag acgttagcaa gtcatgatgg gtgactcgta ggtgcctgcc 

601 ttgttataaa cacgccccac agccctcctg acagtatttc cacctgctat gttctgctct 

661 gtctgtaact accatgtatt ttaaagggtg tcagagtgga gggttttctt cctgtagagg 

721 cttcttgctc aaaatggttt ttcttctgcc taacttcatc catatagttt gttttaatta 

781 gttcgcattt ttaacaagat aataaattat agtatttttt tgtctgtatc agcagagacc 

841 ataatccatt ctacctattt ctgttttgct ttagaattct gcaagaaaat gaaaaaa 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 



17-DEC-1998 



HSKCNQP11 94 7 bp DNA linear PRI 

Homo sapiens potassium channel (KCNQ3) gene, exon 12. 
AF071488 

AF071488. 1 GI:4028010 



11 of 14 
Homo sapiens. 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 947) 

Schroeder, B.C. , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

99087323 

9872318 

2 (bases 1 to 947) 

Schroeder, B. C. , Kubisch,C. and Jentsch,T.J. 



http://www.ncbi.nlm.nih. gov/entrez/query.fcgi?cmd=Retrieve&db=nucleotide&list_uids :: =... 10/29/2002 
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TITLE 
JOURNAL 

FEATURES 

source 



intron 



exon 



intron 



BASE COUNT 
ORIGIN 

1 



Direct Submission 

Submitted ( 10- JUN-1 998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 2024 6, Germany 

Location /Qualifiers 

1. .947 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/ chromosome=" 8 " 
/map="8q23-q24" 
<1. .312 
/gene="KCNQ3" 
/number=ll 
313. .444 
/gene="KCNQ3" 
/number=12 
445. .>947 
/gene="KCNQ3" 
/number=12 
287 a 199 c 187 g 274 t 



tatcaggatt gttcataaag cattaattaa gctcatggtc tggcatacag tgaatgctca 
61 ataaatgtta gcttcttatt aatactatga tttacttatt attcaaatga ttgaagggag 
121 taatcctgat ggagatgtac taactctgtg tgttccaagg ggtagaacca gaaccaaacg 
181 ttggaagttc ttccagcaag ctcttttatc tttggttctt ttctccccct gccctggagt 
241 ttgctagcct tctgttatag ctccccgcac tctccacatg ggatgcacaa atgcctctac 
301. tttgccttgc agaattctac aattccgtct ctataaaaaa aaattcaagg agactttgag 
361 gccttacgat gtgaaggatg tgattgagca gtattctgcc gggcatctcg acatgctttc 
421 caggataaag taccttcaga cgaggtgaga cagtcacatc tggagggact gcgctcccct 
481 caaagcccta tgaaccttag agtttaaggt gagaggtatt cagaaataat tcaaaatgca 
541 gggagagatt ttaagaagac aaatatccac gaagccttgt ggatgtctag gccaacaaag 
601 caccagatcg gacagactgt gaaatagctg tatgacattg ccatggccaa ggtcagcacc 
661 ctgatcaggc ctgtcagaga ggagaaagca cacatttaaa tggcttctga ctgtgatgct 
721 ttcgatgttg ccaacaaaac aggatcatcc gaattaaacc gaatccagct gcctaattaa 
781 ttctcaatac aattctttac catatttaaa aatgttcatc aggtattact tataatagtg 
841 aaagatatgg aaatagcatc aatgcctaac taataattgc catcattttt attgaactcc 
901 tgagtactcc acctgcgtgt ttatactccc ttatgaaatc acaagat 

// 

LOCUS HSKCNQP12 816 bp DNA linear PRI 17-DEC-1998 

DEFINITION Homo sapiens potassium channel (KCNQ3) gene, exon 13. 

ACCESSION AF071489 

VERSION AF071489.1 GI:4028011 

KEYWORDS 

SEGMENT 12 of 14 

SOURCE Homo sapiens. 

ORGANISM Homo sa pi ens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 816) 

AUTHORS Schroeder, B.C. , Kubisch,C, Stein, V. and Jentsch,T.J. 

TITLE Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 
JOURNAL Nature 396 (6712), 687-690 (1998) 
MEDLINE 99087323 
PUBMED 9872318 
REFERENCE 2 (bases 1 to 816) 

AUTHORS Schroeder, B.C. , Kubisch,C. and Jentsch,T.J. 
TITLE Direct Submission 

JOURNAL Submitted ( 10- JUN-1 998 ) Center for Molecular Neurobiology, ZMNH, 
University of Hamburg, Martinistrasse 85, Hamburg 20246, Germany 
FEATURES Location/Qualifiers 
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source 1 . .816 

/organism="Homo sapiens" 

/db_xref="taxon: 9606" 

/chromosome="8 " 

/map="8q23-q24" 
intron <1 . . 172 

/gene="KCNQ3" 

/number=12 
§A9_D. 17 3. .271 

/gene="KCNQ3" 

/ number=13 
intro n 272. .>816 

/gene="KCNQ3" 

/ number=13 

BASE COUNT 220 a 221 c 135 g 240 t 

ORIGIN 

1 cctctcctca cttctcctct cctcccctct cctctcctca cttctcctct cctctcctct 
61 cctcttatat attccaaacc cttatctcat tctagagaga atagaatgat ttgttttcct 
121 gtcaaaacaa agctctgtgt aatttaatcc ctgctctgtt tgtttctttc agaatagata 
181 tgattttcac ccctggacct ccctccacgc caaaacacaa gaagtctcag aaagggtcag 
241 cattcacctt cccatcccag caatctccca ggtggggcca gtggacatgg actgatgggc 
301 caggggtgca aagtttgtaa agcatcccca cccccaaacc tctgctgggg tcctttatgt 
361 gggtgaagtt gtcactctcc taagtaaaat gaagaaagag tttgaagctt gtttcagttg 
421 gtggccattt gaaaggtttc tgtacaaaaa tgttctcact cctcttccca gaccatgtgg 
481 atgacatttc ttcctgtaac ttttgaaagt gataatagcc ccacctgttt cacactgtta 
541 caaaacaaga ggagacttat gagctttatt gaaacaggaa gaaaacttca tatcagcaga 
601 acccagagca ttctccatcc tgcataatta cctttgagtt gattgatacc cctcccagga 
661 caaagccaga gaagacactc agatatcagc cccctgacaa cattgtaaca cagagagctt 
721 tgtcccttaa cagagcagct cttctccttc caaagcttca aaattttgaa taagatgttc 
781 tttagaaagt ccactgccta aatttacatc tcttta 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



17-DEC-1998 



HSKCNQP13 575 bp DNA linear PRI 

Homo sapiens potassium channel (KCNQ3) gene, exon 14. 
AF071490 

AF071490. 1 GI:4028012 



13 of 14 
Homo sapiens. 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 575) 

Schroeder, B. C. , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

(1998) 



intron 



Nature 396 (6712), 687-690 
99087323 
9872318" " 

2 (bases 1 to 575) 

Schroeder , B . C . , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted ( 10- JUN-1998 ) Center for Molecular Neurobiology, 2MNH, 
University of Hamburg, Martinistrasse 85, Hamburg 20246, Germany 

Location/Qualif iers 

1. .575 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome="8 " 
/map="8q23-q24" 
<1. .400 
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/gene="KCNQ3" 

/number=13 
exon 401 . .485 

/gene="KCNQ3" 

/number=14 
intron 486. .>575 

/gene="KCNQ3" 

/number=14 

BASE COUNT 174 a 115 c 105 g 181 t 

ORIGIN 

1 cccttctcca cctgcacaca cacactcaga gtaaaagtct cagatctcaa atctaagaat 
61 gaaaggctaa ggaatttaat ttaaaggaac tagatactct aggtactgtt aggtgcttta 
121 taatgtttaa cacaaagcaa agcctcctta atagcagctt gatatttggc ttcaaatttt 
181 cctacagtgg aggtaaacat gagataccag tgttgaatgc agaaaaactc tgacttttcc 
241 tgactcacat atgcctccag agttgattgg tgctctttta tgccacacaa gtgtgagggt 
301 gagaacgatg gctctgttgg ccatggcctg cctagccgaa attaccttgc atagcaaaaa 
361 tagatataat gatcttatag aagtgttcgc ttcttcttag gaatgaacca tatgtagcca 
421 gaccatccac atcagaaatc gaagaccaaa gcatgatggg gaagtttgta aaagttgaaa 
481 gacaggtaag tcttttcttc ctctcaccaa aaactggatc tgtgacattt attttcaaat 
541 gccatttctt ttttttcttt ctttcttttt ttttt 



// 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SEGMENT 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



HSKCNQP14 903 bp DNA linear PRI 17-DEC-1998 

Homo sapiens potassium channel (KCNQ3) gene, exon 15 and complete 
cds . 

AF071491 

AF071491.1 GI:4028013 

14 of 14 
Homo sapiens. 
Hom o sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 903) 

Schroeder , B . C . , Kubisch,C, Stein, V. and Jentsch,T.J. 

Moderate loss of function of cyclic-AMP-modulated KCNQ2/KCNQ3 K+ 

channels causes epilepsy 

Nature 396 (6712), 687-690 (1998) 

99087323 

98 72318 

2 {bases 1 to 903) 

Schroeder, B . C . , Kubisch,C. and Jentsch,T.J. 
Direct Submission 

Submitted { 10- JUN-1998 ) Center for Molecular Neurobiology, ZMNH, 



gene 



mRNA 



University of Hamburg, Martinistrasse 85, 
Location/Qualifiers 
1. . 903 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/chromosome="8 " 
/map="8q23-q24" 

order (AF07 14 78.1: 1. . 807, AF0714 7 9 
AF0714 80. 1: 1. . 127 9, AF0714 8 1 . 1 : 1 . 
AF0714 83.1:1. . 937 , AF07 14 84 . 1 : 1 . . 
AF0714 8 6. 1:1. . 784 , AF07 14 87 . 1 : 1 
AF0714 8 9. 1: 1. . 816, AF0714 90 . 1 : 1 
/gene="KCNQ3" 
join (AF071478 . 1 
AF071480. 1:589. 
AF071482. 1:687. 



Hamburg 2024 6, Germany 



1:1. .1245, 
. 1285,AF0714 82. 1: 1. .2675, 
1035, AF071485. 1: 1. . 665, 
897,AF071488.1:1. .947, 
575, 1. . 903) 



1. . 611,AF0714 79. 1:482. .572, 
715, AF071481. 1:520. .692, 
842, AF071482. 1: 194 6. .2056, 



AF0714 83. 1:642. . 737 , AF07 14 84 . 1 : 4 37 . .531, 



http://www.ncbi.nlm. nih.gov/entrez/queiy. fcgi?cmd=Retrieve&db=nucleotide&list__uids=... 10/29/2002 
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AF071485. 1:472. . 4 98 , AF0714 8 6 . 1 : 327 . .52 9, 
AF0714 87. 1:274 . . 37 6, AF07 14 88 . 1 : 313 . .444, 
AF0714 8 9. 1:17 3. . 27 1 , AF07 14 90 . 1 : 4 01 . . 485, 87 . . 903) 
/gene="KCNQ3" 

/product="potassium channel" 
CDS join(AF0714 78.1:22 6. . 611 , AF07147 9 . 1 : 4 82 . .572, 

AF0714 80. 1:589. . 715, AF0714 81 . 1 : 520 . . 692, 
AF071 482. 1:687. . 8 4 2 , AF07 14 82 . 1 : 1 94 6 . .2056, 
AF0714 83. 1:642. . 737 , AF07 14 84 . 1 : 437 . .531, 
AF071485. 1:472. . 4 98 , AF0714 86 . 1 : 327 . .52 9, 
AF0714 87. 1:274 . . 37 6, AF07 14 88 . 1 : 313 . .444, 
AF0714 8 9. 1:173. . 27 1 , AF07 14 90 . 1 : 4 01 . .485, 87.. 821) 
/gene="KCNQ3" 
/codon_start=l 

/product="potassium channel" 
/protein_id=" AAC96101 .1 " 
/db_xref="GI : 4028015" 

/translat ion-"MGLKARRAAGAAGGGGDGGGGGGGAANPAGGDAAAAGDEERKVG 
LAPGDVEQVTLALGAGADKDGTLLLEGGGRDEGQRRTPQGIGLLAKTPLSRPVKRNNA 
KYRRIQTLIYDALERPRGWALLYHALVFLI VLGCLILAVLTTFKEYETVSGDWLLLLE 
TFAI FI FGAEFALRIWAAGCCCRYKGWRGRLKFARKPLCMLDI FVLI ASVPVVAVGNQ 
GNVLATSLRSLRFLQILRMLRMDRRGGTWKLLGSAICAHSKELITAWYIGFLTLILSS 
FLVYLVEKDVPEVDAQGEEMKEEFETYADALWWGLITLATIGYGDKTPKTWEGRLIAA 
TFSLIGVSFFALPAGILGSGLALKVQEQHRQKHFEKRRKPAAELIQAAWRYYATNPNR 
IDLVATWRFYESVVSFPFFRKEQLEAASSQKLGLLDRVRLSNPRGSNTKGKLFTPLNV 
DAIEESPSKEPKPVGLNNKERFRTAFRMKAYAFWQSSEDAGTGDPMAEDRGYGNDFPI 
EDMIPTLKAAIRAVRILQFRLYKKKFKETLRPYDVKDVIEQYSAGHLDMLSRIKYLQT 
RIDMIFTPGPPSTPKHKKSQKGSAFTFPSQQSPRNEPYVARPSTSEIEDQSMMGKFVK 
VERQVQDMGKKLDFLVDMHMQHMERLQVQVTEYYPTKGTSSPAEAEKKEDNRYSDLKT 
I ICNYSETGPPEPPYSFHQVTIDKVSPYGFFAHDPVNLPRGGPSSGKVQATPPSSATT 
YVERPTVLPILTLLDSRVSCHSQADLQGPYSDRISPRQRRSITRDSDTPLSLMSVNHE 
ELERSPSGFSISQDRDDYVFGPNGGSSWMREKRYLAEGETDTDTDPFTPSGSMPLSST 

intron 



exon 



3 ' UT R 

BASE COUNT 22 6 

ORIGIN 

1 aaaaaaaaga 

61 aattcacagc 

121 tggatatgca 

181 ccaagggcac 

241 tgaaaaccat 

301 accaggtgac 

361 tgccccgagg 

421 cgtatgtgga 

481 gccactccca 

541 gtagcatcac 

601 tggagaggtc 

661 ccaatggggg 

721 cagacacgga 

781 tttctgattc 

841 cctccttgta 

901 age 

// 



http://www.ncbi.nlm.nih.go v/entrez/queiy.fcgi?cmd==Retrieve&db=nucleotide&list_uids=... 10/29/2002 



GDGISDSVWTPSNKPI " 
<1. .86 
/gene="KCNQ3" 
/ number=14 
87. .903 
/gene="KCNQ3" 
/number=l 5 
822. .903 
/gene="KCNQ3" 
a 269 c 223 g 



185 t 



atatttcctc 
tcctttgatt 
catgcaacac 
ctcctcgcca 
catctgcaac 
cattgacaaa 
gggacccagt 
gaggcccacg 
ggctgacctg 
gcgagacagt 
tccaagtggc 
gtcgagctgg 
ccccttcacg 
agtatggacc 
atgtagacag 



ccaaccaata 
ttccaggttc 
atggaacggt 
gctgaagcag 
tattctgaga 
gtcagcccct 
tctggaaagg 
gtcctgccta 
cagggcccct 
gacacacctc 
ttcagcatct 
atgagggaga 
cccagcggct 
ccttccaata 
actttgtata 



gcaacgatcc 
aggacatggg 
tgcaggtgca 
agaagaagga 
caggcccccc 
atgggttttt 
ttcaggcaac 
tcttgactct 
actcggaccg 
tgtccctgat 
cccaggacag 
ageggtaect 
ccatgcctct 
ageccattta 
gttcacttac 



ccaccctcag 
gaagaagctg 
ggtcaeggag 
ggacaacagg 
ggaaccaccc 
tgeacatgae 
tcctccttcc 
tctcgactcc 
aatctccccc 
gteggtcaac 
agatgattat 
cgccgagggt 
gtcgtccaca 
aaagaggtca 
tcttacaccc 



agaaagtggt 
gacttcctcg 
tattacccaa 
tattccgatt 
tacagcttcc 
cctgtgaacc 
tcagcaacaa 
cgagtgagct 
eggcagagae 
cacgaggagc 
gtgttcggcc 
gagaeggaca 
ggggatggga 
ctggctgacc 
gacgcttacc 
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